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Abstract
In this thesis I investigate the use of high frequency (≥1Hz) location data for
examining animal movements. This high frequency means that an animal’s
movement path can often be considered pseudo-continuous, which removes
the necessity for interpolating between successive recordings. On the other
hand, many existing techniques used to analyse animal movement data
are either too computationally expensive or not directly applicable to high
frequency data. I introduce novel adaptations of two techniques, namely
the residence time metric and Step Selection Analysis (SSA), which I tailor
for use on high frequency data.
The residence time metric is used to estimate how long an animal spends
in different areas. I explain how using high frequency data enables us to
accurately calculate how much time an animal spends in a clearly delimited
area. I also show how, through adaptations to the existing method used
to calculate residence times, we can greatly reduce its computational time.
Furthermore, this adapted method enables us to identify specific areas that
are extensively used by an animal, which provides further opportunities to
examine why an animal chooses to use those areas so much.
SSA enables a user to infer the reasons underpinning an animal’s decisions
to move from one location to another. I explain how it is not useful to apply
SSA directly to high frequency data, since there is often little interesting
information contained in movements between consecutive recordings that
are a second or less apart. Therefore, I first show how high frequency
data can be rarefied such that the rarefied points represent times when the
animal has made key movement decisions. I then adapt the SSA method
for use with such rarefied paths. In comparing the existing and adapted
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Movement ecology is a key aspect of a diverse range of research areas, such as epi-
demiology (Altizer et al., 2011), wildlife management (Allen and Singh, 2016) and
biodiversity conservation (Jeltsch et al., 2013). Being able to identify movement cor-
ridors is critical to conservation studies (Chetkiewicz and Boyce, 2009; Sawyer et al.,
2009). It is important to incorporate the movements of hosts in disease models (Merkle
et al., 2018). Fundamental to these applications of movement ecology is understanding
the underlying motivations for animals’ movements.
Animals move for a whole host of different reasons. Their decisions to move may
be affected by their internal state, interactions with other animals or the environment
(Nathan et al., 2008). The challenge we are faced with is in identifying these decisions
and their causes from data on animal locations over time.
Until recently, animal tracking has typically been collected at frequencies of one ev-
ery few minutes or hours (see Table 1 in Thurfjell et al. (2014)), but due to recent
technological advances (Williams et al., 2020) it is possible to obtain data on animal
locations at much higher frequencies (≥ 1Hz), often gathered over very long time inter-
vals (sometimes up to a year). The fine resolution of such data allows for movements on
very small spatio-temporal scales (e.g. micro-movements; Wilson et al. (2014)) to be
studied, whilst the great length of such time-series enable decisions over larger spatio-
temporal scales to be studied using the same datasets (e.g. migration; Hedenström
et al. (2016)). Hence such data enable us to analyse movements across a wide range of
spatio-temporal scales. The aim of this thesis is to show how such data can enable us
to gain greater insight into the motivations underlying an animal’s decisions to move.
Many pre-existing techniques for analysing animals’ movements were designed with
lower resolution (on the order of minutes or hours) data in mind. In this thesis I
adapt two of these techniques, namely the residence time metric (Barraquand and
Benhamou, 2008) and Step Selection Analysis (SSA; Fortin et al. (2005); Rhodes et al.
(2005)), specifically for use on high resolution data. The residence time metric provides
an estimate of how much time an animal spends in a particular area, so it is used to
identify areas that are extensively used. In calculating the residence time Barraquand
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and Benhamou (2008) assumes that areas where an animal spends long periods of time
are used for a specific purpose (e.g. foraging), therefore identifying these areas is a first
step in determining their use.
Other methods such as state-space modelling (Jonsen et al., 2005, 2007; Patterson
et al., 2008) and hidden Markov models (Morales et al., 2004; Langrock et al., 2012) not
only identify areas where an animal is exhibiting interesting behaviours, but they also
determine which behaviours are being exhibited. Both state-space modelling and hid-
den Markov models require prior knowledge on how an animal’s underlying behaviour
links to the movement mode identified from different movement metrics (e.g. see Table
1 in Edelhoff et al. (2016)). In contrast, the residence time metric requires no such
prior knowledge, so it is a useful way of determining the areas that are most used by an
animal without imposing any assumptions on why these areas are being used. Although
the residence time is therefore a useful metric, it turns out that applying existing al-
gorithms to calculate this time take a prohibitively long time to run. Furthermore,
to calculate the residence time, in Barraquand and Benhamou (2008) they interpolate
between consecutive recordings, which is not useful when recordings are a second or
less apart. Therefore I adapt their method used to calculate residence times for higher
frequency data, since it is unnecessary to interpolate and the computational costs need
reducing.
The other technique I adapt for high frequency data is SSA. This is used to under-
stand animals’ underlying movement drivers between consecutive relocations by testing
hypotheses concerning why an animal chooses to move to one location rather than any
other available to them. However, it makes little sense to apply this to locations that
are less than a second apart as there is likely to be little interesting information con-
tained within such very small “steps”. Often an animal will simply be carrying on with
a decision it made sometime earlier. In this thesis I therefore present an adaptation
of SSA that makes use of the high resolution of modern data sets to find places where
decisions to move are likely to have been made and infer information about the drivers
behind these decisions.
§ 1.1 Ultra-High-Resolution Animal Movement Data
Animal movement data consists of sequences of recorded locations that I write as
x0,x1, . . . ,xN , where xi is recorded at time ti . This sequence of locations is termed
either a path or a trajectory. Locations can be collected using a wide variety of methods
(Kenward, 2000), including very high frequency (VHF) radiotracking, Argos and global
positioning systems (GPS). The movement between two consecutive recorded locations
is often referred to as a step, each characterised by its step length which is the distance
between the two locations. The turning angles are defined to be the difference in
headings of successive steps (Fig. 1.1).
VHF radiotracking was one of the first methods used to remotely record animal
locations (Craighead, 1979; Craighead et al., 1995), which enabled the tracking of wild
animals in their natural habitat without being too obtrusive. VHF radiotracking has
two components; a tracking device, which is light enough for it to even be attached to










Figure 1.1: Demonstration of movement metrics
A segment of a movement trajectory, with recorded locations xi . The step length li is
the distance from xi−1 to xi . The turning angle at each xi is denoted as θi .
some small insects (e.g. dragonflies; Wikelski et al. (2006)) and a receiver to collect the
recordings. Therefore the VHF system is limited to areas near to a receiver, which can
either be mobile (Wikelski et al., 2003) or fixed to a tower (Kays et al., 2011). If the
receiver is fixed then the spatial range is limited, which makes it impossible to track
large scale movements, whereas mobile receivers can often be impractical since they
require a researcher to follow the animal.
Argos and GPS are forms of satellite tracking systems, where locations are determined
by triangulation from satellites orbiting the Earth. Therefore these systems provide
global coverage, which enables them to be used over larger spatial scales than VHF. On
the other hand, Argos and GPS devices tend to weigh far more than VHF radiotracking
tags (Kays et al., 2011). The larger weight of Argos and GPS tags limits the range
of animals that can be tracked using these tags, since there is a recommended tag
weight limit of 3-5% of the animal’s body weight (Kenward, 2000; Bodey et al., 2018).
However, there have been recent technological advances which have decreased the size
of GPS devices enabling smaller animals to be tracked (Kays et al., 2015), but they
still typically weigh more than VHF (e.g. in Smith et al. (2018) the GPS tags they use
weigh twice as much as the VHF tags).
The Argos system allows for real-time tracking making it an expensive system (Bridge
et al., 2011). On the other hand, there is no need to recapture the animal to retrieve
the Argos tag and the data stored within it, which can be a limitation of some GPS
tags (Moen et al., 1996; Haines et al., 2006; Steinfurth et al., 2008). This has made
Argos tags the ideal choice for tracking animal’s long range movements (e.g migration;
Luschi et al. (1996); Kjellén et al. (1997)), whereas GPS tags have typically been used
to answer questions concerning more localised movements, such as foraging and habitat
selection (see Table 1 in Wilmers et al. (2015)).
More recent technological advances have enabled researchers to gather animal reloca-
tion data at sub-second resolutions using magnetometers and accelerometers (Wilson
et al., 2008). Accelero-magnetometer data can be processed using Dead Reckoning
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(Bidder et al., 2015) to obtain estimates of an animal’s speed and heading, from which
their path is reconstructed. There is a known locational error in the procedure which
can accumulate over time, so a ground truthing method is used to correct for these er-
rors. Often this ground truthing method will involve using GPS recordings (Dewhirst
et al., 2016), but other methods (e.g. VHF or video recordings; (Bidder et al., 2012,
2015)) can be used when GPS is unsuitable. For example, GPS transmissions can fail
due to thick canopy cover and terrain obstructions (Rempel et al., 1995; Moen et al.,
1996; Dussault et al., 1999; D’Eon et al., 2002; Hebblewhite et al., 2007).
Since the frequency of these accelero-magnetometer data are so high, the distances be-
tween successive relocations are often less than the animal’s body length, which means
the paths from these data can be considered to be pseudo-continuous. For example
the average distances between successive locations gathered at a resolution of 1Hz for
cattle and goats are 0.082 and 0.096m respectively. Figure 1.2 shows how intricately
detailed these paths are and the inset shows how close these locations typically are.
Usually when Argos or GPS recordings are used there is a need to interpolate between
successive recordings if it is necessary to infer the animal’s location between record-
ings. However, the distances between accelero-magnetometer recordings are so short
it removes the necessity to interpolate. This can be beneficial for various applications,
including calculating residence time and SSA, as I show in this thesis.
There are great advantages in using accelero-magnetometer data over GPS data. The
transmission of GPS data can be limited by the environment (e.g. thick canopy cover),
which limits the usefulness of GPS tags on taxa living in these environments. Accelero-
magnetometer data can easily be used across a wide range of taxa: terrestrial (Bidder
et al., 2012; Street et al., 2018), marine (Tanaka et al., 2001; Noda et al., 2014) and aerial
(Shepard et al., 2008; Williams et al., 2015). The power necessary to transmit GPS data
can be great, which means that either the study duration is shortened or a larger battery
is used. Compared to GPS devices, accelero-magnetometer data can be collected using
a far smaller battery. For example, a GPS device collecting locations at 1Hz may
require 30-50 mA of current, whereas accelero-magnetometer data collected at 40Hz
require 5-10 mA of current (Bidder et al., 2015). Therefore, accelero-magnetometer
data can be collected for long periods of time (e.g. weeks or months; Wilson et al.
(2013a); Street et al. (2018)), without compromising on the battery size or sampling
frequency.
§ 1.2 Site Fidelity
Due to the heterogeneous nature of the environment in which animals live, certain
areas may be more suitable for an animal than others (Barraquand and Benhamou,
2008). An animal’s needs may change through time (Getz and Saltz, 2008) thus also
changing the suitability of these areas. For example, the most suitable area for foraging
may be different from the most suitable resting area, where avoidance of predators
may be the key concern of the animal. Temporal variations in the environment can
also drive animal movement. For example, many ungulates migrate in response to
seasonal changes in vegetation (Leimgruber et al., 2001; Boone et al., 2006; Hebblewhite
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Figure 1.2: Example of ultra high resolution data
Example path segment of a goat at a resolution of 1Hz.
et al., 2008). Changes in an animal’s internal state or environment can motivate their
movements from one location to another, which creates space-use patterns. Therefore,
describing an animal’s space-use patterns is a useful initial step prior to inferring the
motivations underlying their movements.
One of the most common methods for describing an animal’s space-use pattern is
to calculate its utilisation distribution (UD). The UD of an animal is the relative fre-
quency distribution of the animal’s location (Van Winkle, 1975), which gives a general
description of how an animal uses the space available to them. One of the most com-
mon methods used to calculate the UD is Kernel Density Estimation (KDE; Silverman
(1986); Worton (1989); Benhamou and Cornélis (2010)). In KDE circular bivariate
probability density functions (PDFs) are placed at each recording to estimate an ani-
mal’s space use between consecutive recordings. The UD is calculated by summing and
then normalising these PDFs. Therefore KDE is unsuitable for data gathered at ∼1Hz
or more frequently since it does not make sense to use PDFs to estimate an animal’s
space-use when an animal’s location is known is pseudo-continuous time. Alternatively
a researcher could first rarefy these high resolution data by subsampling at a constant
rate then use KDE. However, this would mean removing potentially valuable informa-
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tion about the animal’s location between subsampled locations and replacing it with
estimations of the animal’s location.
The UD gives a general description of an animal’s space use patterns, but depending
on the research question (e.g. identifying resource patches for use in Optimal Foraging
studies Bond (1980)) it may be more useful to identify specific areas which are profitable
for the animal (e.g. food patches). I term these areas as sites of interest. These sites of
interest may not be known a priori due to limited environmental information (Dodge
et al., 2013), which means that techniques to infer their locations from the animal’s
movements are needed. For example, foraging patches correspond to time periods when
the animal reduces its speed and increases the frequency of turns resulting in a very
tortuous path (Benhamou and Bovet, 1989).
The residence time metric (Barraquand and Benhamou, 2008) is used to determine
the amount of time spent in the vicinity of an area, so it can be used to identify
areas of high use (i.e. sites of interest). Residence times are calculated by centring
circles at every location on the animal’s path and estimating the amount of time spent
in these circles. However, when relocation data is sparse, the animal’s location is
unknown between recordings, which means that there is a large margin of error when
calculating the amount of time an animal spends inside the circles from low resolution
data. Therefore, when Barraquand and Benhamou (2008) estimated the residence time
of a circle, they included any time periods between visits to the circle that are less
than a given threshold (see Fig. 1 in Barraquand and Benhamou (2008)). With data
gathered at high frequencies (e.g. ≥1Hz) it is unnecessary to include these time periods
between visits to the circle when calculating the amount of time spent inside the circles.
However, given the magnitude of such high frequency datasets, it is necessary to adapt
the residence-time algorithm to ensure it can be executed in a reasonable time-frame.
Therefore, in Chapter 2 I introduce a new algorithm designed to calculate residence
time (which I call usage time) from high resolution data. From the usage times of the
circles I identify sites of interest as a distinct subset of the circles, each of which has
a relatively higher usage time than all of the circles not in the subset. The algorithm
used to identify these sites is termed the Sites of Interest Algorithm.
§ 1.3 Step Selection Analysis
Step Selection Analysis (SSA; Fortin et al. (2005); Rhodes et al. (2005)) is a principal
tool for understanding the motivations underlying an animal’s decisions to move. In
simple terms, SSA works by comparing the steps that an animal made with steps that
they could have taken, referred to as case and control steps, respectively. By making this
comparison the motivations for choosing one step over another are inferred. This was
later generalised and termed integrated-SSA (iSSA, Avgar et al. (2016)), which enables
a user simultaneously to test hypotheses about the factors affecting where an animal
chooses to move and how they move there. The iSSA method has been used to assess
the effects that roads have on a wide variety of animals’ movements, including elephants
(Wadey et al., 2018), elk (Prokopenko et al., 2017a,b) and wolverines (Scrafford et al.,
2018). It has also been used to understand the effects of other linear features, such as
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pipelines and seismic lines (DeMars and Boutin, 2018). Also, in Ladle et al. (2019) they
use iSSA to examine the affects that human recreational activities have on grizzly bear
movements. In Raynor et al. (2017) they investigate how bison respond to variations
in forage quality.
Inference from iSSA is often limited by the data, since case steps are usually defined
as the movements between consecutive relocations in data gathered at low frequencies
(Fig. 1.1). Much existing data (e.g. from VHF, Argos and GPS) are obtained at evenly
spaced points in time. However, these points in time are very unlikely to correspond to
times when the animal makes actual movement decisions. Instead there is a need for
methods that analyse animal movements on the same scale as the decisions they make,
rather than the scale at which the data are collected (Bastille-Rousseau et al., 2018).
When data are gathered at sufficiently high frequencies, however, we have sufficient
information to infer the precise points (in space and time) at which an animal turns
(Potts et al., 2018). Since turning is energetically costly, an animal would not change
direction unless it were beneficial for them (Wilson et al., 2013b). Therefore turning
points can be considered as places where the animal has made a distinct movement
decision. As such, steps between successive turning points are the natural objects on
which to perform iSSA.
However, it is not possible to use iSSA directly on steps from turning point to turning
point, since iSSA is designed for use on data where the time interval between successive
points (a.k.a. step time) is the same across the whole trajectory. In contrast, the time
intervals between successive turning points are highly unlikely to be the same for all
steps (Potts et al., 2018). I therefore adapt iSSA in Chapter 4 to cope with non-constant
step-times, calling the resulting method time-varying iSSA (tiSSA).
§ 1.4 Thesis Outline
Chapter 2 explains in detail the differences between the residence and usage time
metrics. I also compare the runtime and accuracy of calculating these metrics on high
frequency data. I provide details of how the Sites of Interest Algorithm uses the usage
times to identify specific areas that are extensively used by an animal.
In Chapter 3 I apply the Sites of Interest Algorithm to data from free-ranging cattle
and goats in the French Alps. I use these data as examples to demonstrate some post-
processing methods and extensions to the Sites of Interest Algorithm that can be used
to extract interesting results from the whole output of the algorithm. In particular, I
demonstrate an extension to the algorithm enabling it to be applied to group data as
well as individual trajectories. I also describe several post-processing methods used to
identify sites from the usage times, which differ from the method described in Chapter
2.
Chapter 4 adapts the iSSA method for use with high frequency data. I use data on
goat movements (also used in Chapter 3) to show the advantages of this technique, over
using iSSA with regularly sampled location data. Chapter 5 contains some discussion
and concluding remarks.
Chapter 2
An Algorithm to Infer Sites of
Interest
In this chapter I describe a method termed the Sites of Interest Algorithm to identify
locations where an animal spends a disproportionately long time. This method is
specifically designed for use on ultra-high-resolution data (≥1 Hz) and therefore enables
these long and complex paths to be broken down into segments of intra and inter site
movements.
The Sites of Interest Algorithm was published in Munden et al. (2019) and adapted
from a method in Barraquand and Benhamou (2008) and Benhamou and Riotte-
Lambert (2012). One aim of Benhamou and Riotte-Lambert (2012)’s algorithm is
to understand an animal’s space use patterns by calculating the residence time, which
is the amount of time an animal spends in the vicinity of a particular area. As well as
the residence time, they also calculate the number of times an animal visits an area and
the average visit duration. These different metrics (residence time, number of visits
and average visit duration) are used to identify areas that may be of interest to the
animal for a variety of reasons.
However, the method in Barraquand and Benhamou (2008) was designed with lower
resolution data in mind (e.g. GPS data). Consequently it requires interpolation of the
data, whereby equidistant points on the straight lines joining successive relocations are
included in the trajectory. For the high resolution data we are interested in, however,
such interpolation is not necessary because the distances between successive relocations
are so short.
The algorithm I present here capitalises on the benefits of ultra-high-resolution data,
which obviate the need to interpolate between successive recordings. However, a draw-
back of having an increased amount of data is that it greatly increases the computa-
tional time of the algorithm in Barraquand and Benhamou (2008). Here, I introduce
two adaptations to speed up this algorithm. The first is to limit the number of areas
for which the residence time is calculated. The second is to decrease the amount of
computational time needed to calculate the residence times.
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§ 2.1 Sites of Interest Algorithm
2.1.1 Usage Time
Suppose an animal’s trajectory is given by a sequence of recorded locations X = {x1,
x2, . . . , xN} , where xi is the recorded location of the animal at time ti . The key
idea behind the Sites of Interest Algorithm is to slide a circle along the trajectory and
then calculate the usage time within each circle. The radius of the circle is denoted
by R (details of how to choose R are given in Section 2.6). The set of circle centres
















One might naively centre the circle at every location along a trajectory (Barraquand
and Benhamou, 2008), but this is very computationally expensive when recordings are
gathered at a very high frequency (see Section 2.5.1). Instead, the Sites of Interest
Algorithm centres the first circle at the start of the trajectory (i.e. x
(c)
1 = x1 ) then
each other circle is centred at the first time point when the animal leaves the previous
circle. In other words, t
(c)
k is the first time point after t
(c)
k−1 at which the animal leaves
the circle centred at x
(c)
k−1 . This reduces the number of circles and thus decreases the
algorithm’s runtime.
The usage time of a circle is calculated as the sum of passage durations, where a
passage is a movement through the circle. A passage can be defined by its entrance
and exit times, which are the times at which the animal enters and leaves the circle,
i.e. when they cross the circle’s boundary. Together I term these entrances and exits
as crossings. The duration of a passage is the difference between its exit and entrance
times. I also define two types of passage; forward and backward passages. Forward
passages occur after the time point at which the circle is centred and backward passages
occur before this point. For example if the usage time of the circle centred at x
(c)
k is
being calculated then forward crossings occur after t
(c)




A crossing occurs if one point is inside the circle and the next is outside it. To check
whether a point is inside or outside a circle I use the Euclidean metric, assuming that
paths range over a sufficiently small area so that we can ignore the Earth’s curvature.







It would be natural to identify crossings by checking between all consecutive points in
the data (Barraquand and Benhamou, 2008), but for high resolution data this is very
computationally expensive (see Section 2.5.1). To decrease the runtime when identify-
ing crossings I introduce a crossing interval, whereby the algorithm checks for crossings
between ti and ti+s then between ti+s and ti+2s and so on, for some fixed integer
s ≥ 1. The most appropriate value of s will be dependent on the time requirements
of the user, but I find that using s = 10 gives accurate results in a reasonable amount
of time for the purposes of the data I examine (see Section 2.5). Crossings occur if
one of the interval’s end points is inside the circle and the other is outside the circle.
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Entrances into and exits from a circle are taken to be the recorded location closest to
the point where the animal crosses the circle’s boundary.
In the following subsections I give rigorous definitions of the various concepts used in
the algorithm.
Forward Entrance
Forward crossings occur between t
(c)















Next, the algorithm finds the crossing time between ti and ti+s . The exact crossing














Then the crossing time, t∗ , is defined to be
t∗ =









































Next, the algorithm finds the crossing time between ti and ti+s . The crossing time is














Then the crossing time, t∗ , is defined to be
t∗ =



























Backward crossings occur between t
(c)
k and t1 . A backward entrance occurs between














Next, the algorithm finds the crossing time between ti and ti−s . The crossing time is
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Then the crossing time, t∗ , is defined to be
t∗ =









































Next, the algorithm finds the crossing time between ti and ti−s . The crossing time is














Then the crossing time, t∗ , is defined to be
t∗ =


























I define the sets of crossing times for the circle centred at t
(c)



























































































are the entrance and exit times of the passage that the circle is





















are the entrance and exit times for the ith forward












are the exit and entrance times
for the ith backward passage, respectively.
Illustrative Example
I use the trajectory segment from Figure 2.1 as an illustrative toy example of how the
algorithm identifies crossings. Suppose that the circle centred on the time point t11 is
the kth circle along this trajectory, then t
(c)
k = t11 . I use the notation [ti, tj ] to denote
the crossing interval between ti and tj . I.e. a crossing occurs in the interval [ti, tj ] if
precisely one of ti or tj is inside the circle and the other is outside the circle. For this
example I set s = 5.
12
In identifying crossings for the circle centred at t11 , the algorithm checks for forward
crossings in the crossing intervals [t11, t16] , [t16, t21] , [t21, t26] , [t26, t31] , [t31, t36] and
[t36, t41] . Backward crossings are checked for in the crossing intervals [t11, t6] and
[t6, t1] .
Forward crossings occur within the intervals [t11, t16], [t26, t31] and [t31, t36] . Exact
crossings occur within the intervals [t13, t14], [t30, t31] and [t35, t36] . The first forward
crossing is found to be t14 , since it is closer to the circle’s boundary than t13 . Since
t14 is the first forward exit, it is the centre of the next circle, i.e. t
(c)
k+1 = t14 . The other
forward crossing points are found to be t31 and t36 .
Similarly the algorithm checks for backward crossings occurring in the intervals
[t11, t6] and [t6, t1] . The algorithm finds that there is a crossing in the interval [t11, t6] ,
but not [t6, t1] , with the exact crossing occurring in the interval [t7, t6] . Then t7 is
found to be the crossing point since it is closer to the circle’s boundary than t6 .
Usage Time Calculation
Recall that the usage time is calculated as the sum of all passage durations. So the
usage time of the circle centred at t
(c)














































Returning to the example in Figure 2.1, I write the sets of forward and backward












= {t7} . Therefore the number
of forward passages, ϕk , is one and the number of backward passages, βk , is zero.
Substituting these values into Equation 2.1 results in a usage time of ψk = t14 − t7 +
t36 − t31 .
2.1.2 Rarefication Procedure
It is possible for the set of circles centred at {x(c)1 , . . .x
(c)
N(c)
} to overlap with one an-
other, meaning that the same movements will contribute to the usage times of multiple
circles. It does not make sense to compare the usage times of two overlapping circles,
so it is necessary to remove these overlaps. Since sites are areas of high usage times,
the rarefied set should contain the circles of highest usage time that do not overlap. I
refer to the method of creating this rarefied set as the rarefication procedure.
I define the set of usage times as Ψ =
{
ψ1, ψ2 , . . . , ψN(c)
}
, where each ψi represents















i+1 for all i ∈
{
1, 2, . . . , N (c) − 1
}
.
The circle with usage time ψ
(o)
i is centred on the point recorded at t
(o)
i . Next, a rarefied
set of usage times, given as Ψ′ , is constructed using the following steps:
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and i = 2
(Step 2) if the circle centred at t
(o)
i does not intersect with any of the circles so far repre-
sented by elements in Ψ′ (i.e. the centre of this circle is a distance greater than
Figure 2.1: Annotated example trajectory segment
An annotated example trajectory segment (blue lines), where arrows show the direction
of movement. Points at the ends of crossing intervals are given in green and labelled
with the times of when they are recorded. Dashed green lines join the end points of
the crossing intervals. Blue dots either side of a crossing are labelled with the time
they are recorded. The red dot is the circle’s centre and labelled with the time it is
recorded, t11 . Forward and backward crossings occur at time points ti where i > 11
and i < 11, respectively.
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2R from the centre of all the circles so far in Ψ′ ) then include ψ
(o)
i in the set Ψ
′
(Step 3) if i = N (c) then end, else set i = i+ 1 and return to Step 2
I denote the elements of this rarefied set, Ψ′ , as ψ′1, ψ
′
2, . . . , ψ
′





N ′ is the number of circles left after the rarefication procedure.
Figure 2.2 gives an illustrated example of how the rarefication procedure works, where
the path I use comes from an Ornstein-Uhlenbeck simulation (OU, Section 2.2). I index
the usage time of a circle with the circle’s lettered label in Figure 2.2 (e.g. the usage
time of circle A is ψA ). Therefore, following the steps, the rarefication procedure starts
with Ψ′ = {ψA} . Circle B overlaps with Circle A, so is not included in Ψ′ . Circle C
does not overlap with Circle A, so is included, meaning that Ψ′ = {ψA, ψC} . Circle D
overlaps with Circle C, so is not included in Ψ′ . Circle E neither overlaps with Circles
A or C, so is included. Thus Ψ′ = {ψA, ψC , ψE} .
2.1.3 Identifying sites
Having rarefied the set of circles, the problem now is to identify which of the circles are
sites of interest. Notice that after using the rarefication procedure there are two distinct
groups of circles that arise; those with higher usage times and those with smaller usage
times. This difference can be seen from comparing panels (a) and (c) in Figure 2.3. In
panel (c) there is a clear drop after the fifth bar, but there is no similarly distinct drop
in panel (a).
Identifying the sites can be seen as a partitioning problem, where the rarefied set of
circles is partitioned into two subsets; one of sites and the other of non-sites. Circles in
the non-sites subset typically correspond to movements when the animal is transitioning
between sites, so have lower usage times. Since I define a site of interest to be an area
with a disproportionately larger usage time than other areas, the partition between the
two subsets should be somewhere in the ordered list of usage times, Ψ′ . The algorithm
still needs a method to determine the best partition.
For this, I use a method which I term the percent drop, which is the relative difference
in usage times between the minimum of the subset of “sites” and the maximum of the
subset of “non-sites”. The algorithm finds the partition which maximises this measure,






∣∣∣∣∣i ∈ {1, 2, . . . , N ′ − 1}
)
(2.2)
and is dependent on the radius value R . If MPDR = 1 −
ψ′nR+1
ψ′nR
the sites of interest
are the circles corresponding to usage times, ψ′1, . . . , ψ
′
nR−1 and ψnR . So nR is the
number of sites identified from using a radius of R .
Returning to the example in Figure 2.2 the algorithm calculates the percent drops as
100(1 − ψA/ψC)% and 100(1 − ψC/ψE)%, where the former is the larger of the two.
Therefore, the maximum percent drop occurs between ψA and ψC , so the only site is
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Figure 2.2: How to identify sites of interest from the circle usage times
All of the (a.1-8) panels show the usage times (as percentages of the simulation dura-
tion) of the circles. All of the (b.1-8) panels show the positions of the circles. Panels
(a.1) and (b.1) show the usage times and the locations of all circles, respectively. Panels
(a.2) and (b.2) show the first circle (A) added to the set of non-overlapping circles, Ψ′ .
Panels (a.3) and (b.3) show the first circle (B) to be removed, because it overlaps with
circle A. Panels (a.4) and (b.4) show the next non-overlapping circle (C). Panels (a.5)
and (b.5) show the next circle which overlaps (D), so is removed. Panels (a.6) and
(b.6) show the last non-overlapping circle (E). Panels (a.7) and (b.7) show the circles
that remain after the rarefication procedure. Panels (a.8) and (b.8) show which of the
circles (A, C and E) are identified as sites of interest (A).
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Figure 2.3: Comparison from before and after rarefying the set of circles
Panels (a) and (b) show the results before rarefying the set of circles (Section 2.1.2),
whereas panels (c) and (d) show the results after the rarefication procedure. Panels
(a) and (c) show the sets of usage times (as percentages of the simulation duration) in
decreasing order of usage time. Panels (b) and (d) show the locations of the sets of
circles.
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circle A and the non-sites are circles C and D. Note that this method of identifying
sites from the maximum percent drop is similar to a scree plot (Cattell, 1966) from
Principal Component Analysis (Jolliffe, 1986). The problem of subdividing the set of
all circles into subsets of Sites and Non-sites is also similar to problems found in Cluster
Analysis (Edwards and Cavalli-Sforza, 1965).
2.1.4 Colour Assignment
This process of calculating usage times, rarefying the set of circles and identifying
sites can be repeated for different radius values, with the aim of using the two measures
– the maximum percent drop and number of identified sites – to ascertain the most
appropriate radius value. The radius values that should be tested will depend on the
study species, but some suggestions of how to choose a test set of radius values are
given in Section 2.6.
In an ideal situation the algorithm would be applied using a vast array of radius
values, but it can be time consuming to choose the most appropriate radius value from
inspecting all of the results by eye. Instead, I look for objective criteria to use as
baseline rules for choosing the most appropriate radius value. I therefore introduce two
criteria for choosing a radius value, which I term the threshold and stability criteria.
Both criteria find a local maximum radius value, which is one resulting in a higher
maximum percent drop than other nearby radius values. In practice, these nearby
radius values are the ones either side of the candidate value in the ordered set of radius
values used. In other words, if {R1, R2, . . . } is the ordered set of radius values used,
where Ri < Ri+1 , then Ri is a local maximum if MPDRi−1 < MPDRi > MPDRi+1 .
The algorithm searches for local maximums, since MPDR is a measure of how distinct
the sites are from non-sites in terms of usage times, and should therefore be maximised
across different values of R . The algorithm does not use a global maximum, because
that would occur when MPDR = 100% which is only possible when there is one circle
left after the rarefication procedure.
Threshold Criterion
The threshold criterion first creates a set of all radius values, Ri , for which the
associated MPDRi is a local maximum and greater than a given threshold value, TMPD
(some advice on how to choose TMPD is given in Section 2.3). Next, the threshold
criterion chooses the minimum radius value from this set. In other words, if Rt is the
radius value found from using the threshold criterion then Rt = min(Ri|MPDRi−1 <
MPDRi > MPDRi+1 and MPDRi > TMPD).
The maximum percent drop is an indication of how distinct the sites are from non-
sites. Therefore, I include the maximum percent drop threshold, TMPD , to ensure
that the maximum percent drop is large enough to indicate two clearly distinct sets of
circles.
I use the results presented in Figure 2.4 as examples of how the threshold criterion
works, where the threshold, TMPD , is 65% and the set of radii is {0.2, 0.3, . . . , 3.8} .
For example from the results in panel (a) the threshold criterion chooses a radius value
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of 0.8, since the maximum percent drop from using R = 0.8 is greater than 65% and
higher than using either R = 0.7 or R = 0.9. For the results in panel (b) MPD1 > 65%
and MPD0.9 < MPD1 > MPD1.1 , so Rt = 1. For the results in (c) MPD0.3 > 65%
and MPD0.2 < MPD0.3 > MPD0.4 , so Rt = 0.3.
Stability Criterion
Firstly, the stability criterion finds the set of all radius values, Ri , which identify the
same number of sites as the radius values either side of it (i.e. Ri−1 and Ri+1 ) and
for which the associated maximum percent drop, MPDRi , is a local maximum. Then
the stability criterion finds the minimum of this set. More precisely the radius value
found from using the stability criterion is defined to be Rs = min(Ri|nRi−1 = nRi =
nRi+1 and MPDRi−1 < MPDRi > MPDRi+1).
Using the results presented in Figure 2.4 I show how the stability criterion works,
where the set of radii is {0.2, 0.3, . . . , 3.8} . For the results shown in panel (a) using the
stability criterion returns a radius value of 0.8, since 0.8 is a local maximum and using
radius values of 0.7, 0.8 and 0.9 result in three sites being identified. For the results in
panel (b) MPD0.5 < MPD0.6 > MPD0.7 and nR0.5 = nR0.6 = nR0.7 , so Rs = 0.6. For
the results in panel (c) MPD0.7 < MPD0.8 > MPD0.9 and nR0.7 = nR0.8 = nR0.9 , so
Rs = 0.8.
Note that both criteria (Threshold and Stability) find the minimum radius value
subject to other conditions since as the radius value increases, the number of non-
overlapping circles left after the rarefication procedure decreases to the point of there
only being one left.
Combining the criteria together
The colour assignment assigns to a trajectory a traffic-light colour, which gives an
indication of how much confidence the algorithm has in the output. The colour assign-
ment works as a simple goodness-of-fit test, which combines the two criteria. Neither
criteria works perfectly every time, so I use the colour assignment as a two check pro-
cedure to filter out situations when one or both criteria return incorrect results.
The options of colours are Red, Amber and Green, which correspond to having weak,
intermediate and strong confidence, respectively. A trajectory is assigned to the Green
category if both criteria identify the same number of sites and radius value. Amber is
assigned if only the numbers of identified sites are the same for the two criteria. Red is
assigned if neither the numbers of sites nor the radius values are the same for the two
criteria. How the colour assignment works is summarised in Table 2.1.
Red Amber Green
nRt 6= nRs nRt = nRs nRt = nRs
Rt 6= Rs Rt 6= Rs Rt = Rs
Table 2.1: Conditions for assigning the different colours.
The number of sites found by using a radius value of R is nR . Also Rt and Rs are
the radii found from using the threshold and stability criteria, respectively.
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For example, in Figure 2.4 (a) both the stability and threshold criteria return the
same radius value, thus this trajectory is assigned to the Green category. In panel (b)
the radii from the two criteria are different, but the number of sites identified are the
same, therefore this trajectory is given the Amber assignment. In panel (c) the radii
identified are different and so are the numbers of identified sites, so this trajectory is
assigned to the Red category.
The colour assignment works by comparing the results from each criterion since it
is possible that one criterion identifies the correct number of sites and the other does
not, as can be seen in Figure 2.4 (c), where the stability criterion identifies the correct
number of sites whereas the threshold criterion does not. I compare the number of
sites identified since even when the number identified is not the same as the number
of “true” sites, the correct locations are still found. In the cases where the number of
sites is overestimated often the identified sites will be clustered around the true sites
(Fig. 2.5b). Similarly if the number of sites is underestimated, the true sites are often
contained within the boundaries of the identified sites (Fig. 2.5d).
A flow chart demonstrating the process for implementing the algorithm is given in
Figure 2.6. To make the technique as accessible as possible I created an R package
of the method, called SitesInterest, which is freely available on CRAN (https://
cran.r-project.org/web/packages/SitesInterest/index.html). A starting guide
to using the package is included in Appendix C.
2.1.5 Possible extensions
A user of this algorithm may be interested in applying it to data for more than one
individual. Applying the algorithm to a group of individuals identifies shared areas of
interest across the group. For applying the algorithm to a group of individuals there is
a simple extension to the method, whereby circles are placed all along each individual
path in the same way as before (Section 2.1.1), then the algorithm finds the usage time of
each circle. These usage times may be contributed to by any of the individuals, not just
the individual on whose path the circle is centred on. The process of rarefying circles
(Section 2.1.2), identifying sites (Section 2.1.3) and the colour assignment (Section
2.1.4) are all exactly the same when applied to group data as when to an individual.
See Section 3.4 for a comparison between applying the algorithm to a single cow and a
group of cows.
This same extension for group data can also be applied to discontinuous data, where
each segment is treated as an individual trajectory. This may be useful if the tag
recording the animal’s movements fails temporarily, resulting in missing data. Also for
some data it may be appropriate to exclude certain segments of the trajectory. For
example, some behaviours can cause a particular site to have an extremely high usage
time, which leads to no other sites being identified. Therefore, it may be appropriate
to remove segments of the trajectory corresponding to that particular behaviour. For
example, the sleeping site of several cattle trajectories obscures other potential sites
from being identified (Section 3.5).
It may be of interest to segment a long trajectory into separate movements for each
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Figure 2.4: Examples of how the criteria and colour assignment work
Results (maximum percent drops in blue and number of identified sites in red) of
applying the algorithm to three example trajectories for various radius values in panels
(a.1-3). The trajectories in panels (b.1-3) are assigned to the Green, Amber and Red
categories, respectively. In panels (a.1-3) the maximum percent drop threshold value,
TMPD , and the actual number of sites are also indicated with horizontal dashed lines.
Radii identified from the threshold and stability criteria are indicated on the x-axis
by Rt and Rs , respectively. The threshold criterion finds the minimum radius value
which results in a maximum percent drop greater than the threshold, TMPD and a
local maximum. The stability criterion finds the minimum radius value such that the
number of identified sites is same for nearby radius values and the maximum percent
drop is a local maximum.
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Figure 2.5: Examples of over and under estimating the number of sites
Panels (a) and (b) correspond to a scenario where the number of sites is overestimated
because the radius value is too small. Panels (c) and (d) correspond to the situation
of the number of sites being underestimated because too large a radius value is used.
Panels (a) and (c) show the usage times as percentages of the simulation’s duration.
Panels (b) and (d) show the locations of identified sites on the paths and the red points
represent the “true” sites. Both of these paths are examples of when a different radius
value would be more appropriate.
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The user inputs data.
The user is asked
for a range of values
for the radius.
A graph of the num-






percent drops is found.
The first local
maximum, which is
also stable is found.





A colour is as-
signed to the path.
Red is assigned if
the number of sites
are not the same.
Amber is assigned if
the number of sites
are the same, but
the radii are not.
Green is assigned
if the number of
sites and radii
are the same.
The user uses intu-




of values for the
radius or applies the
algorithm on segments
of the trajectory.





produced (see Fig. 5).
Optional
User is not satisfied
User is satisfied
Figure 2.6: Sites of Interest Algorithm implementation flow chart
A flow chart showing how to implement the Sites of Interest Algorithm.
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day. This highlights any day to day variations, whereas applying the algorithm to
the full trajectory reveals the commonly used locations from day to day. Daily varia-
tions could arise from changing environmental factors. For example, resources may be
depleted and therefore not used until the resource is replenished.
§ 2.2 Ornstein-Uhlenbeck Simulations
To test the efficacy of the Sites of Interest Algorithm I apply the method to a selection
of switching Ornstein-Ulhenbeck (OU) simulations. An animal following an OU process
(Uhlenbeck and Ornstein, 1930) will move with some amount of (Gaussian) randomness
toward a particular point, termed the point of attraction. For a switching OU process
(Blackwell, 1997; Taylor and Karlin, 2014) the location of the point of attraction changes
over time, but at each point in time there is only ever one point of attraction.
Using switching OU processes allows me to define the “true” sites of interest as the
points of attraction. The test is to see if the sites of interest identified from the algorithm
encompass the points of attraction. Across all simulations I vary the number of points
of attraction, their locations, the strength of attraction and amount of randomness. I
limit the number of points of attraction to a maximum of 10 and their locations are
chosen from a 10 by 10 grid of possible locations. Details of how the simulations vary
are given in Tables 5.1 - 5.4 and can be seen visually in Figure 5.1.
As an example of how to use the method, I present the results from applying the
algorithm to one of the OU paths, shown in Figure 2.7. In panel (b) the algorithm
not only identifies the correct number of sites, but also identifies their locations. When
identifying the sites of interest, the algorithm is searching for a clear drop in usage
times, like the one in panel (c). If this drop is not clear then it may be the case that
a different radius value would be more appropriate. The results from using various
radius values are presented in panel (d). Here, there is no clear relationship between
the radius values and the numbers of sites identified or the maximum percent drops.
I also note that I found that sometimes applying the algorithm to the OU simulations
resulted in every circle being identified as a site except one, which is the first circle on
the trajectory. In this situation the algorithm can be seen as identifying an area of
particularly low usage time, rather than identifying the high usage times. Naturally I
would expect the first circle to have a particularly low usage time, since the trajectory
is at least R in length, whereas the length of the trajectory in every other circle is at
least 2R . We see this since the trajectory starts at the centre of the first circle and
then moves to the boundary, whereas for every other circle the trajectory moves from
the boundary to the centre and then to the boundary again. as such whenever this case
occurs the algorithm can be seen as either removing that circle and then calculating the
maximum percent drop from the new set or as calculating the second highest percent
drop.
I measure the efficacy of the algorithm for each OU path by the number of identified
sites of interest compared to the number of points of attraction. I use the number
of identified sites to measure efficacy since the locations of the points of attraction
are almost always correctly identified, but sometimes the number of sites is under or
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Figure 2.7: Ornstein-Uhlenbeck simulation example
Results from applying the Sites of Interest Algorithm to an Ornstein-Uhlenbeck ex-
ample path (a). Panel (b) shows which circles were removed (yellow), identified as
sites (brown) and the non-sites (orange). Panel (c) shows the usage times of all non-
overlapping circles, with those associated to the sites in brown and the non-sites in
orange. The maximum percent drop (MPD) is also highlighted between the fifth and
sixth bars. Panel (d) shows the results from applying the algorithm with different ra-
dius values, where the results are the maximum percent drops (blue) and number of
identified sites (red).
overestimated (Fig. 2.5).
Across all OU simulations, the colour assignment (Section 2.1.4) works well. For
72% of the 110 OU paths the number of sites identified is correct (Fig. 2.8). There is
only one false positive result (assigned to the Green category but returned the incorrect
number of sites), which means that for 99% of paths assigned to the Green category the
number of sites identified is correct. Only two paths assigned to the Amber category
identified the incorrect number of sites. The colours are assigned using a threshold
value of 65%, which was chosen to be greater than the lower limit found in Section
2.3 and also to minimise the number of paths assigned to the Green category with the
incorrect number of sites identified. The full results are given in Tables 5.5-5.8.
The colour assignment works as a warning system of when further verification is
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Figure 2.8: Ornstein-Uhlenbeck simulation colour assignment results
Results from the colour assignment part of the algorithm (see Section 2.1.4) as applied
to the Ornstein-Uhlenbeck simulations, where the correct and incorrect categories refer
to the number sites identified compared to the number of points of attraction.
recommended. For example inspecting the results of some of the paths assigned to the
Red category reveals that there are instances where one of the two criteria identifies
the correct number of sites and the other does not (see Tables 5.5-5.8). Since Red is
assigned when different numbers of sites are identified from using the two criteria this
does not necessarily mean that they are both incorrect. Also the paths assigned to the
Green category vary in terms of the number of points of attraction, distances between
the points and strength of attraction (Tables 5.5 - 5.8 and Figure 5.1). This shows the
versatility of the algorithm not just to assign paths of one particular type to the Green
category.
§ 2.3 Choosing the threshold value, TMPD
Recall that the threshold value, TMPD , is used as part of the criterion to identify a
radius value, R , which results in a significant maximum percent drop, MPDR . Here,
I explain how Brownian motion (Brown, 1828) simulations can be used to determine
a lower limit for TMPD . Brownian motion has no points of attraction so one would
expect the usage times histogram to have no steep drops between consecutive bars,
which means that the maximum percent drop is small. Hence there is less of a clear
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distinction between the circles identified as sites and all other circles. In Figure 2.9 the
maximum percent drop is not as visually striking in the Brownian motion simulation
(panel a) as it is in the OU simulation (panel c).
Figure 2.9: Comparison of the results from a Brownian Motion simulation
with its corresponding OU simulation
Panels (a) and (b) correspond to the Brownian motion simulation, whereas panels (c)
and (d) correspond to the OU simulation. Panels (a) and (c) show the usage times as
percentages of the simulations’ durations. Panels (b) and (d) show the locations of the
identified sites of interest.
I use the OU simulations data set as an example of how to obtain a lower limit for
TMPD . For each OU simulation I create a corresponding Brownian motion simulation,
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where both are created using a discrete-time approximation (as explained in Iacus
(2009)), which means that I can set both trajectories to have the same mean step length.
Therefore, both trajectories are approximately equal in length. However, for some of
the larger radius values only one circle is left after the rarefication procedure resulting
in MPDR = 100%, so I exclude these radius values when calculating the lower limit
for TMPD . To obtain the lower limit of TMPD I calculate the mean MPDR across all
Brownian motion trajectories and radius values which do not result in MPDR = 100%.
For the OU simulations this gives a lower limit for TMPD of 52.2%. For the results
presented in Section 2.2 I use TMPD = 65%, which was chosen since it is greater than
the lower limit and reduced the number of paths assigned to the Green category with
the incorrect number of sites identified.
§ 2.4 Schematic Representation
The Sites of Interest Algorithm enables a complex movement trajectory to be sim-
plified into a set of transitions between sites (Fig. 2.10). This simplification opens up
opportunities to answer questions concerning why an animal transitions between sites
and why at the particular time points it was observed to do so.
Figure 2.10: OU Schematic
A path from an Ornstein-Uhlenbeck simulation (a) and the schematic representation
of movements between sites of interest (b). Arrows represent the movement direction
from one site to another. Numbers represent the order of transitions between sites.
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This schematic (Fig. 2.10b) can be seen as representing a Markov-chain, which is
made up of a sequence of decisions to either stay at the same site or transition to another
site, where the probability of each potential decision made at time, t , is based on the
current state of the system at t . The current state of the system encompasses both the
internal state of the animal and external state of the environment. For example, an
animal may transition between sites because it is thirsty or hungry or tired and which
site it transitions to may be effected by the distance it would need to travel.
A (0.06%) A (12.88%) A (0.25%) B (0.05%) B (0.08%)
B (8.63%)B (2.52%)C (12.1%)C (0.09%)D (0.58%)
D (0.11%) D (4.29%) D (0.10%) D (0.01%) D (0.09%)
B (7.25%)D (0.07%)D (0.19%)D (0.12%)A (0.37%)
E (0.07%) E (0.04%) E (12.21%)









Figure 2.11: Markov-chain-like flow chart of an OU path
Flow chart of movements from site to site, where each box represents a visit to a site
and a visit is defined to be a continuous time period spent within the site’s boundary.
Consecutive visits to the same site represent times when the simulated animal has left
the site then re-entered it sometime later before visiting any other site. The percentage
in brackets gives the amount of time spent at that site relative to the duration of
the simulation. The percentages attached to arrows are the amounts of time spent
transitioning between sites relative to the simulation duration.
The simplified trajectory can also be visualised as a flow chart showing the move-
ments from site to site as well as the duration of each visit and the amount of time
spent transitioning between sites (Fig. 2.11). This flow chart visualises immediate
return visits to the same site before visiting any other site which cannot be seen in
the schematic of Figure 2.10 (b). The flow chart can help determine when a significant
visit has been made or whether the animal is just moving through a site. For example,
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in Figure 2.11 there is a considerable initial visit to site A, but later the visit to site
A between visits to sites D and E is only brief suggesting a transitory phase is being
exhibited then. By visually inspecting the flow chart a user is able to determine if there
is a particular movement routine that the animal is following, where they tend to visit
sites in a particular order. Alternatively conditional entropy (Riotte-Lambert et al.,
2016) can be used to detect repeating subsequences within the sequence of sites visited.
More details are given in Section 3.7.
§ 2.5 Algorithm Comparison
Here, I compare the runtime and accuracy of calculating the usage and residence times
from using the Sites of Interest Algorithm (referred to as the “Adapted Algorithm”)
and the method of Barraquand and Benhamou (2008) (referred to as the “Original Al-
gorithm”), respectively. The Original Algorithm places circles centred at every location
on the trajectory and checks between all consecutive points for either an entrance into
or exit from the circle. In contrast, the adapted algorithm centres each circle on the
boundary of the previous circle and initially checks for crossings between data points
which are s points apart before checking between consecutive points within the interval
if a crossing has occurred (see Section 2.1.1 for more details). Since the Original Algo-
rithm checks for crossings between all consecutive points this can be viewed as using a
crossing interval with s = 1. I also test how varying s affects the algorithm’s runtime
and accuracy.
The usage time is the exact amount of time spent inside a circle, whereas the residence
time is the time spent in the vicinity of the circle. The residence time includes the usage
time and any movements where the time between consecutive exit and entrance times
is less than a given threshold, TC . For example if the animal leaves the circle and then
re-enters it 1 minute later then this 1 minute will be included in the residence time if
TC ≥ 1 minute and not if TC < 1 minute. Note that the usage time and residence
time are equal when TC = 0, thus making the usage time a special case of residence
time. Hence, to compare the residence and usage times I set TC = 0 when calculating
the residence times.
2.5.1 Runtime
I use a straight line trajectory to compare runtimes of the two algorithms, since in
the adapted algorithm this trajectory maximises the number of circles and thus can
be considered a worst case scenario. All trajectories have the same length and the
same radius value is used, since changing either of these would affect the number of
circles used in the adapted algorithm and therefore also the runtime. Instead, I vary
the number of points, i.e. the resolution of the trajectory.
The runtime is greatly decreased (approximately by two orders of magnitude) when
using the adapted algorithm (with s = 10) in comparison to the Original Algorithm
(note the different scales for the y -axes in Fig. 2.12). When the Original Algorithm
takes hours to complete the Adapted Algorithm takes seconds. Figure 2.12 also shows
that the runtime of the Adapted Algorithm increases linearly with the number of points,
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whereas the Original Algorithm increases exponentially. This is because when the num-
ber of points increases the number of circles used in the Original Algorithm is greater
and the amount of time necessary to calculate the residence times increases too. For
the Adapted Algorithm the computational time of calculating the usage time similarly
increases because of the higher resolution, but the number of circles is unaffected.
Figure 2.12: Runtime comparison
Runtime comparison of the Original Algorithm (Barraquand and Benhamou, 2008) in
red and Adapted Algorithm (Munden et al., 2019) with s = 10 in blue as applied to
straight line trajectories of differing resolutions as indicated by the number of points.
I find that changing s from 1 to 10 when using the Adapted Algorithm reduces the
runtime by 90.85% on average for the OU paths. The runtime reduction is slightly
greater than 90% since for some paths when s = 10 there are circles that are not
included when compared to using s = 1. This happens when the first exit from a circle
is missed. The change to s will roughly be inversely proportional to the runtime. In
other words, the runtime from using a crossing interval of length s∗ will be 1/s∗ of the
runtime from using s = 1.
Possible Further Reductions to the Runtime
It is possible to reduce the algorithm’s runtime further by decreasing the number of
circles. The algorithm could be adapted so that the algorithm only calculates the usage
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time of every other circle in the set (i.e. circles with centres at x
(c)
2i+1 ) and for the other
circles (i.e. circles with centres at x
(c)
2i ) it would only calculate the first forward exit,
which gives the location of the next circle. In this new set of circles, the boundaries of
consecutive circles would touch rather than each circle being centred on the boundary
of the previous circle. Reducing the number of circles would have a knock-on effect
on the rarefication process, such that the same sites may not be identified when there
are less circles compared to having more circles. Reducing the number of circles could
lead to a situation where a true site is located between two circles, which means that
the usage time at that site is split between the two circles and therefore may not be
identified as a site. A site between two circles could be identified by changing the
location of the first circle, but this would be equivalent to running the algorithm with
more circles.
Another way to reduce the runtime could be to speed up the process of identifying
crossing times. One suggestion could be to use the bisection method once a crossing
has been identified as occurring within a crossing interval. However, it is possible that
there are multiple crossings that occur within one crossing interval and the bisection
method would only identify one of these. Also the computational time would not be
greatly decreased when the size of the crossing interval is quite small. It would be more
beneficial when the crossing interval is large, but when the crossing interval is large
there is also likely to be more instances where there are multiple crossings within the
same crossing interval.
2.5.2 Accuracy
Recall that s is the size of the crossing interval over which entrances and exits from
the circles are checked for. This means that when s = 1 the algorithm checks between
all consecutive points and the usage time in this case is correct up to the resolution of
the data. Therefore, I measure the accuracy of using s = 10 against s = 1. I check the
accuracy for all OU paths and radius values. I quantify the accuracy in several ways.
The first is the number of circles that are included and their positions. The second is in
the usage times of the circles with the same positions. Finally I quantify the accuracy
with the number of sites identified.
Comparing using s = 10 to s = 1 I find that 74.7% of cases (across OU simulations
and radius values) have the same number of circles, N (c) , before applying the rarefica-
tion procedure. Of the paths with the same number of circles, 32% of these have the
exact same positions, i.e. {x(c)1 , . . . ,x
(c)
N(c)
} is the same when s = 1 and s = 10.
The average usage time error per circle is 1.9 time units. For example, this means that
the usage time for data collected at a resolution of 1Hz would be on average inaccurate
by 1.9 seconds. Note, this is less than the size of the crossing interval (s = 10), which
is the maximum of any error per passage. In the cases when the usage time error is
significantly large, then it may in fact be the case that a larger radius value would be
more appropriate. The error may come from there being a lot of short time periods
when the animal leaves the circle before immediately returning to the same circle which
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could be missed if they are shorter than the crossing interval length, s .
For 92.51% of cases the same number of sites (nR ) are identified from using s = 10
compared to s = 1. In the vast majority of cases, even if there is a change in the number
of circles or their positions or usage times, the same number of sites is identified.
When choosing the value of s , there is a trade-off between accuracy and runtime.
Larger values of s decrease the runtime, but increase the chance of errors. The best
value of s will be dependent on the particular data of a user. Even using a value of
s = 1, which may make the algorithm’s runtime larger than any other value of s will
still be quicker than the original algorithm and just as accurate.
§ 2.6 Choosing the radius value, R
It is easy to put initial limits on the radius values since it neither makes sense to
use a radius smaller than half the animal’s body length, nor would it be logical to use
a radius value such that only one circle is left after the rarefication procedure. If the
path is short enough and the algorithm runtime low enough, it would be possible to
repeat the algorithm many times with various radius values within these limits. The
most appropriate radius value can then be chosen from the set based upon the results.
Choosing the most appropriate radius value can be done by visually inspecting the
usage time histograms, looking for one with the most striking maximum percent drop.
For example, significant drops can be seen from the OU simulations and particularly
in contrast to the Brownian Motion simulations, as seen in Figure 2.9.
There exist other methods (Fauchald and Tveraa, 2003) which aim to identify peri-
ods when an animal is performing an area restricted search (ARS) and specifically to
determine the size of these ARS areas. These same techniques for determining the size
of these ARS areas can be used to choose a radius value to use in the Sites of Interest
Algorithm. ARS areas are also sites of interest, but correspond to a particular be-
haviour. ARS typically corresponds to foraging behaviour, which is typified by slower
speeds and high turning frequency resulting in a very constricted path.
Fauchald and Tveraa (2003) suggests using variance-scale plots calculated from the
first passage time (Redner, 2001), which is the time from when the animal first enters
the circle to when it first leaves (i.e. F1−B1 ). The variance-scale plot is constructed as
the variance in the logarithm of first passage times as a function of R . The radius value
with maximum variance is chosen as the radius of the sites. This is an easily applicable
method (Pinaud and Weimerskirch, 2005; Bailey and Thompson, 2006; Pinaud and
Weimerskirch, 2007), but it was criticised in Barraquand and Benhamou (2008) because
the radius estimate can be unreliable for certain scenarios. This led to the method
being revisited in Kapota et al. (2017), where the criticisms raised in Barraquand and
Benhamou (2008) were specifically addressed. In particular, in Kapota et al. (2017)
they simulate the scenario where the scale of sites varies. They show how these different
scales are identified by multiple peaks in the variance scale plots. Variance-scale plots
could therefore be used alongside the Sites of Interest Algorithm if the size of the sites
is of particular concern to a user of the algorithm.
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Another possible approach to estimate the size of a site could be to simulate a corre-
lated random walk and approximate the size of the site from the simulated path. The
radius can be chosen such that the circle centred at the point of attraction encompasses
the entire path. To create the correlated random walk it is necessary to estimate the
strength of attraction to the site. This strength of attraction can be estimated using the
mean vector length of the wrapped Cauchy distribution (McClintock et al., 2012). Also
the step length distribution of the correlated random walk should be approximately the
same as the step length distribution from the empirical data.
Alternatively, a trial and error method can be used, where an initial radius value
is tested then the results from it are used to infer whether a larger or smaller radius
value would be more appropriate. There are several ways to infer whether a radius
value is too small or too large. For example, clusters of sites indicate that a larger R
would be more appropriate, which is clearly seen in Figure 2.5 (b). Conversely, if there
are large areas of the identified sites not used then the radius value may be too large
(Fig. 2.5d). If there are a lot of instances where the animal leaves the circle and then
re-enters shortly afterwards, this may indicate that R is too small. On the other hand,
if there are very few circles left after the rarefication procedure this could suggest that
R is too large. The size of sites can also be estimated from a heat map of usage times
(Section 2.7), which is constructed ideally using as small a value for R as possible.
It is possible to use various radius values in the same iteration of the algorithm.
This would mean that sites of different sizes can be identified without rerunning the
algorithm with a different radius value. However this would require extra computational
time to compute the best radius value to use for each circle. If the algorithm is adapted
to have varying radius values then it would also be necessary to normalise the usage
times by the area of their respective circles. It would be unfair to compare the usage
times of different size circles, since it would be natural for a larger circle to have a larger
usage time. Once the location of a site has been identified the size of the site could be
estimated by maximising the normalised usage time across different radius values.
§ 2.7 Heat maps
The results from the Sites of Interest Algorithm can be used to create heat maps
based on the usage time (ψi ), number of visits (1 +ϕi + βi ) or average usage time per
visit (ψi/(1 + ϕi + βi)). These are similar to the Utilisation, Recursion and Intensity
Distributions calculated in Benhamou and Riotte-Lambert (2012), though they are not
the same due to the differences between the usage and residence time. The residence
time includes time periods spent outside the circle between visits that are below a given
threshold, whereas the usage time does not include these (Section 2.1.1)
Heat maps are constructed by assigning every point within a circle the attribute value
(i.e. usage time, number of visits or average usage time per visit) of that circle. For
any point in the intersection of multiple circles the value assigned at that point is the
mean attribute value of all circles the point is contained within.
Examples of heat maps of usage time are shown in Figure 2.13 for radius values of
0.05 and 1.5. The smaller radius value more accurately captures the shape of the space
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Figure 2.13: Orstein-Uhlenbeck example heat map
Heat maps of the usage time calculated using the Sites of Interest Algorithm as applied
to the same Ornstein-Uhlenbeck path (in white) with radius values of 0.05 and 1.5 in
panels (a) and (b), respectively.
Figure 2.14: Example of a non-circular site
An example of a trajectory with an obstruction within the the site of interest (a), which
creates an annulus shaped site of interest. This annulus shape can be seen in the heat
map of usage times (b).
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used, since areas within a circle are assigned the attribute value of that circle even if
they are not used (Fig. 2.13b). However, the algorithm will take longer to complete
when the radius value is smaller, so using a larger radius value may be more useful
when a researcher is only interested in the broad-scale space-use patterns.
Figure 2.15: Heat maps of different distributions
Different distribution heat maps of an example path (a). The different distributions
are similar to the utilisation distribution (b), recursion distribution (c) and intensity
distribution (d), which are constructed from the usage time, number of visits and
average visit duration, respectively.
The usage time heat map can be used to identify the shape of a particular site of
interest if it is non-circular. The shape of a site may be determined by the landscape.
For example, an impassable landscape feature (e.g. fences) will prevent the animal from
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using that section of the identified site. In Figure 2.14 there is an unavailable area at
the centre of the site, which can be seen in the heat map. As well as the shape of a
site, the usage time heat map could also be used as a visual check that the algorithm
has correctly identified the location and size of the sites.
The heat map of the number of visits can be used to identify areas with a high number
of visits, but not usage time. These areas can be identified by visually comparing the
heat maps of usage time and number of visits. Figure 2.15 demonstrates the differences
between using the three heat maps. In panel (b) the points of attraction are easily
identified from using the usage time, whereas using the number of visits in panel (c)
highlights the intersection point at the centre of the plot.
Using the average usage time per visit could be used to identify if any sites are
overwhelmingly dominant, such as a sleeping site. It may be necessary to remove such
sites in order to identify less obvious and unexpected sites as discussed in Section 2.1.5.
§ 2.8 Discussion
The Sites of Interest Algorithm is effective in identifying the known areas of interest.
Unlike other model-based methods, such as State Space Modelling (Jonsen et al., 2005,
2007; Patterson et al., 2008) or Hidden Markov Models (Morales et al., 2004; Patterson
et al., 2009; Langrock et al., 2012), the Sites of Interest Algorithm makes no assump-
tions about why an area might be of interest. For example, foraging patches can be
identified from a change in the distribution of step-lengths and turning angles (Ben-
hamou and Bovet, 1989). In contrast, the Sites of Interest Algorithm can first be used
to sift through long data streams to identify the areas of interest, then the motivations
underlying the animal’s choice of those particular areas can be identified. Motivations
for using a site can be inferred by inspection of environmental data or analysing the
finer scale movements within a site to infer the type of behaviour that is being exhib-
ited. It is often the case that only limited environmental information is available due to
the difficulty of gathering such data across a wide area (Dodge et al., 2013), so as such
the Sites of Interest Algorithm could be used to identify the particular areas covered
by the animal that could be analysed in more detail. For example, food patches could
be identified then the availability of food in these patches can be quantified.
How well an animal exploits an area can be analysed using techniques such as optimal
foraging theory (Charnov et al., 1976; Pyke, 1984). The model described in Charnov
et al. (1976) and Bond (1980) assumes that an animal moves through a patchy habitat,
where these patches represent sources of food. However, in order to apply the model
to a real world environment, the patches need to be known a priori. Therefore, there
is a need to first identify these patches, which can be done using the Sites of Interest
Algorithm, since often only limited environmental data is available (Dodge et al., 2013)
and especially when the area available to the animal is quite large. It is particularly
useful to study when the optimal time is for an animal to leave a patch, this can then
be compared with the time the animal is observed to have left the identified site of
interest, which is part of the output from the Sites of Interest Algorithm.
Behaviours can also be inferred using behavioural change point analysis (Yoda et al.,
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1999; Nathan et al., 2012; Williams et al., 2017). This can involve using the accelero-
magnetometer data, whereby postures can be identified. From these postures the in-
ternal state of the animal can then be inferred (Wilson et al., 2014). For example,
the disease state of an animal may be inferred for certain diseases such as Parkinson’s
which has a clear effect on animal posture.
The Sites of Interest Algorithm is inspired by work in Barraquand and Benhamou
(2008) and Benhamou and Riotte-Lambert (2012), but adapted specifically for use on
high resolution data. I show how decreasing the number of circles and the time taken
to calculate the usage times greatly reduce the algorithm’s runtime. The runtime is
decreased by approximately two orders of magnitude (see Section 2.5.1). As these high
resolution data sets rise in popularity and availability the need for such adaptations
become ever more needed.
As well as the adaptations to speed up the algorithm in Benhamou and Riotte-
Lambert (2012), their aims also differ from those of the Sites of Interest Algorithm.
The method presented here aims to identify specific areas which are delimited from the
rest of the landscape, whereas in Benhamou and Riotte-Lambert (2012), they give a
more general description of the animal’s space use patterns. They use heat maps of the
utilisation, intensity and recursion distributions to identify space use patterns. Similar
heat maps (see Section 2.7) can be constructed as part of a post processing analysis
of the results from the Sites of Interest Algorithm to identify non-circular sites (Fig.
2.15). Though creating heat maps from the results of the Sites of Interest Algorithm is
faster than the method of Benhamou and Riotte-Lambert (2012) I would recommend
using their method if the resolution of the data is not high enough. A rule of thumb
for how high the resolution should be to use the Sites of Interest Algorithm is that the
maximum distance between consecutive points is less than the animal’s body length.
These heat maps can also be used to identify areas which are important to the animal,
but do not necessarily have high usage times. For example, an area with a large number
of visits but not usage time could indicate a crossing point (Fig. 2.15c), such as a ford
in a river. Places with a high average visit duration could be sleeping sites, which may
not be visited often but still have high usage times. It may be important to identify
areas of high visit duration, since these could be too dominant and therefore obscure
other sites from being identified (see Section 3.2).
The colour assignment gives a simple goodness-of-fit test, which is a novel aspect of
the Sites of Interest Algorithm. Indeed, goodness-of-fit tests are often missing from
statistical studies of animal movement (Potts et al., 2014). I show how the colour
assignment works well at filtering out incorrect results, since when applied to the OU
simulations, only one path gives a false positive result (Fig. 2.8). The colour assignment
acts as a warning system of when further analysis may be necessary. For example, a
Red colour assignment may mean that a different set of radius values would be more
appropriate or that the algorithm should only be applied to a subsection of the path
due to an overwhelmingly dominant site (e.g. a sleeping site; see Section 3.5).
The Sites of Interest Algorithm simplifies a complex animal movement trajectory
down to the key broad-scale movement decisions that an animal makes. This leads to
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a Markov-chain like description of the animal’s movement decisions (see Section 2.4).
This simplified description of the movement trajectory enables a user to more easily
answer questions concerning the animal’s movement routine. These questions may
be answered using pre-existing methods, such as conditional entropy (Riotte-Lambert
et al., 2013) and sequence analysis techniques (De Groeve et al., 2016). Recursive
movement patterns may arise from a particular periodic behaviour such as traplining
(Thomson et al., 1997; Lihoreau et al., 2011). More details are given in Section 3.7.
In summary, the Sites of Interest Algorithm enables a user to fully utilise the great
wealth of information contained within ultra-high-resolution data by simplifying an
animal’s path, thus opening up the opportunity for other methods to be used such as
step selection analysis (SSA, Fortin et al. (2005); Rhodes et al. (2005)). SSA is used to
understand the motivations underlying decisions that the animal makes. Traditionally
in SSA (Fortin et al., 2005; Rhodes et al., 2005) these decisions are implicitly assumed
to occur between successive recordings, but when data are gathered at a very high
frequency (e.g. 1 Hz) it is no longer appropriate to assume the animal is making a
different decision at each recorded location. Instead, simplifying a trajectory enables
SSA to be applied to the movements between sites.
§ 2.9 Glossary
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Symbol Explanation
xi recorded location of the animal at time, ti
ti sequence of times at which the animal’s location is recorded
N number of recorded locations
x
(c)





i sequence of times indicating where the circles are centred
N (c) number of circles
R circle radius
d(x,y) Euclidean metric distance between x and y
s length of the crossing interval
F,B sets of forward and backward passage crossings, respectively
ψk, βk number of forward and backward passages for the k
th circle, respec-
tively
ϕk usage time of the k
th circle
Φ set of usage times
ϕ
(o)
k usage time of the k
th ordered circle
Φ(o) ordered set of usage times
ϕ′k usage time of the k
th ordered and reduced circle
Φ′ ordered and reduced set of usage times
nR number of sites identified when a radius of R is used
Rs, Rt radii identified from using the stability and threshold criteria, respec-
tively
MPDR maximum percent drop resulting from using a radius of R
TMPD maximum percent drop threshold value
Table 2.2: Chapter 2 Glossary
Glossary of symbols used in Chapter 2
Chapter 3
Applications of the Sites of
Interest Algorithm
The Sites of Interest Algorithm Munden et al. (2019) is primarily used to identify
clearly delimited areas along an animal’s path where they spend a disproportionately
large amount of their time. Recall that the algorithm works by sliding a circle of radius
R along an animal’s path and calculating the time they spend in each circle, termed
the usage time. The algorithm is applied using multiple radius values, then two criteria
are used to choose the most suitable radius value.
In this chapter I test the efficacy of the algorithm when it is applied to cattle (Bos
taurus) and goat (Capra aegagrus hircus) data. In these empirical data sets there are
sites which are known a priori, such as a watering hole, two milking station locations, a
goat pen and salt blocks, so I test whether the algorithm is able to identify these sites.
I also use these data as demonstrations of how to apply the algorithm practically. In
some cases post-processing methods are needed to identify all of the sites. I find for the
cattle data that there is one overwhelmingly dominant site that obscures other sites
from being identified, hence this necessitates further examination of the algorithm’s
results to identify all of the sites (described in Section 3.2).
In section 2.1.5 I introduce an extension to the algorithm enabling it to be applied
across a collection of paths, so I use the cattle data to highlight the differences be-
tween applying the algorithm to individual paths and a group of paths. Applying the
algorithm to a group identifies shared sites of interest, whereas applying it to each
trajectory separately highlights individual variation.
Identifying sites of interest enables a long complex trajectory to be simplified down
to a sequence of site residencies and transitions between sites. I therefore discuss some
of the applications of these simplified trajectories to identify periodic patterns in an
animal’s movement routine and understand the motivations underlying their decisions
to transition from one site to another.
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§ 3.1 Data
Here I introduce the two data sets that I use to test the Sites of Interest Algorithm.
In both cases the data were collected from magnetometers and accelerometers housed
in Daily Diary tags (Wildbytes Technologies http://www.wildbyte-technologies.
com and Gipsy-5 tags; TechnoSmArt Tracking Systems http://www.technosmart.eu),
placed in custom made 3D printed ABS plastic housing and attached to commercial
nylon collars (Fearing Lifestyles, Durham, UK). From these readings the trajectories
are reconstructed using the Dead Reckoning procedure (Bidder et al., 2015) and the
Framework4 software (Walker et al., 2015).
I separate the cattle data into two groups based on the duration of the paths, where
paths in Group 1 are roughly 10 hours long and those in Group 2 are roughly a week
long. Groups 1 and 2 contain seven and five individual paths, respectively. I denote the
individual paths from Group 1 and 2 as 1.1-7 and 2.1-5, respectively. Accelerometers
recorded at a frequency of 20Hz, whereas magnetometer readings were recorded at 6Hz.
The accelero-magnetometer data were then subsampled at 1Hz, so the Dead Reckoned
paths are made up of relocations with a frequency of 1Hz. GPS recordings were taken
every 15 minutes and used to correct for errors in the Dead Reckoned paths.
In the goat data set there are seven individual paths, each with a rough duration
of 7 days. Accelerometer, magnetometer and temperature readings were gathered at
resolutions of 20, 8 and 2Hz, respectively. GPS recordings were made every 15 minutes.
The accelero-magnetometer data were subsampled at 1Hz, so the Dead Reckoned paths
also have a frequency of 1Hz.
Both the cattle and goats live in the Bauges Mountains, which is situated in the French
Alps. The cattle have several sites of interest known a priori, including a watering hole
and two milking station locations. We observed that the cattle tend to move between
these known sites as well as areas for grazing and resting. The goats spend most of
their time in a central area which encompasses a goat pen and nearby salt blocks. They
tend to rest in this central area and make foraging excursions out into the surrounding
area.
§ 3.2 Cattle Results
3.2.1 Colour assignment Results
Following Section 2.3 I use Brownian motion simulations to find a minimum value for
the maximum percent drop threshold value (TMPD ), which is used to choose a radius
value that results in sites that are clearly distinct from all other areas. For the cattle
paths from Groups 1 and 2 I find the lower bound of TMPD to be 47.5% and 45.6%,
respectively. I use a threshold value of 50% in the colour assignment (see Section 2.1.4
for details), which gives an indication of the confidence the algorithm has in the results,
where the colours are Green, Amber and Red, which represent strong, intermediate and
weak levels of confidence, respectively.
Figure 3.1 shows the colour assignment results from applying the algorithm to the
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cows individually from Group 1 (panel a) and Group 2 (panel b). Full details are given
in Table 5.9. The Amber and Red colour assignments suggest that it may be necessary
to analyse the results further, which I explain in the following sections (Sections 3.2.2
and 3.2.3).
Figure 3.1: Cattle colour assignment results
Colour assignment results from Cattle Groups 1 and 2 in panels (a) and (b), respectively.
Green, Amber and Red assignments represent strong, intermediate and weak confidence
in the algorithm’s results, respectively. I use a threshold value, TMPD , of 50%.
3.2.2 Cattle Group 1
Only two paths from Cattle Group 1 are assigned to the Green category (Fig. 3.1a).
On the other hand, when they are analysed collectively the algorithm identifies two sites
that are known a priori, which are a watering hole (site A2 in Fig. 3.2d) and a milking
station (site B2 in Fig. 3.2d). Other less expected sites (sites C2 and D2 in Fig. 3.2d)
are also identified. From a researcher’s visual observations of the cattle’s movements
I hypothesise that sites C2 and D2 are a grazing and resting site, respectively. Note
that when the radius value is 100m the algorithm identifies the maximum percent drop
after the sixth circle, but from the histogram of usage times there is a clearly significant
drop after the fourth circle (Fig. 3.2c), so I take these four circles to be the sites of
interest. The algorithm segments all of the circles into either sites or non-sites, where
the sites have disproportionately large usage times. However, in this case when six sites
are identified this is because the circles assigned to be non-sites have disproportionately
low usage times compared to all over circles (i.e. there is a significant drop after the
sixth circle).
We see in Figure 3.2 how changing the radius value affects the sites that are found.
The results from using R = 100m (panels c and d) show that some of the sites found
from using R = 20m that are quite close together may be clustered into one site (e.g.
the site to the South-East). However, the site to the South-West (sites B1 and F1 in
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Figure 3.2: Cattle group 1 results
Results from applying the algorithm as applied to the cattle paths as a group using a
radius value of 20m in panels (a) and (b) and 100m in panels (c) and (d). Panels (a)
and (c) give the usage times from the rarefied list of circles, with the sites in brown
and non-sites in orange. Panels (b) and (d) give all of the cattle paths in blue and the
sites in brown. The sites are labelled from A1 to H1 for panels (a) and (b) and from
A2 to D2 for panels (c) and (d), where sites A1 and A2 have the highest usage times
when the radius is 20m and 100m, respectively.
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panel b) is missed when using the R = 100m, since this site seems to have conflated
with the site around the watering hole. Therefore we see how sites can be of different
sizes and it can be helpful to use different radius values to identify them.
3.2.3 Cattle Group 2
Since only one path from Cattle Group 2 is assigned to the Green category (Fig.
3.1b) I examine the results further and find that for several of the paths only one
site is identified, which has an overwhelmingly large usage time. I term these sites as
extreme high-use sites (EHU sites) and hypothesise that they have such large usage
times because they are used for sleeping, since the EHU sites tend to be visited during
the night (Fig. 3.11). This site can clearly be seen in the usage time heat maps
(Fig. 3.4), which give a general description of the cattle’s space-use patterns (details
of constructing the heat maps are given in Section 2.7).
Figure 3.3: EHU visit distribution
Histograms of the time spent in the extreme high-use sites for different cattle paths,
where the usage time is given as a proportion of the study duration (roughly 1 week).
Panels (a)-(c) show the histograms for Cattle Paths 2.1-3, respectively.
The high usage times of the EHU sites means that no other sites are identified, so
in these instances it is valuable to examine the second and third highest percent drops
rather than the maximum, as described in Section 2.1.3, to see if these capture any
known sites of interest. This leads to several more sites being identified including the
watering hole and the two milking station locations (Fig. 3.5). There are two milking
station locations since the milking station was moved during the study, which explains
why the milking station at the second location is only used by Cattle Paths 2.4 and
2.5.
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Figure 3.4: Cattle Group 2 heat maps
Heat maps of usage time for cattle paths 2.1-5 in panels (a)-(e), respectively. Extreme
high-use (EHU) sites of interest are represented by the brown circles.
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Figure 3.5: Cattle Group 2 sites
Sites identified for Cattle Group 2 paths 2.1-5 in panels (a)-(e). First, second and
third sites are identified from the maximum, second and third highest percent drops,
respectively.
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§ 3.3 Goats Results
When I apply the algorithm to the goat data it is clear that there is only one site
of interest. This is seen from the paths, where a lot of the goats’ movements are in a
constrained central area and from the usage time heat maps (e.g. Fig. 3.6 and 5.2).
We see that this central area encompasses a goat pen and nearby salt blocks, which are
sites known a priori.
Figure 3.6: Goat path heat map of usage times
Heat map of usage times showing only one site for Goat Path 1 calculated using the
Sites of Interest Algorithm. Panel (a) shows the heat map of usage times with the goat
path overlaid, whereas panel (b) just shows the heat map.
I find from the Sites of Interest Algorithm that almost always only one site is identified
(for 72% of cases across all radius values and goat paths only one site is identified).
There is almost always a very distinct drop after the first bar in the histogram of usage
times (Fig. 3.7a.2-3). In Figure 3.7 the same area encompassing the goat pen and salt
blocks is always identified as a site of interest no matter which radius value is used. In
the cases when more than one site is identified then these sites are clustered together
around the central area (Fig. 3.7b.1). As such, I choose the radius value that results in
only one site being identified and of these I choose the one with the largest maximum
percent drop (i.e. Ri such that nRi = 1 and MPDRi > MPDRj where nRj = 1).
Similar to the results from Cattle Group 2, where there are extreme high use (EHU)
sites, I test to see whether the single central area site identified for each goat path is an
EHU site that is obscuring other sites from being identified. When I look at the sites
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Figure 3.7: Goat’s identified site for various radius values
Results from various radius values identify the same area. Panels (a.1-3) show the usage
times. Panels (b.1-3) show the locations of the identified sites of interest. Panels (a,b.1),
(a,b.2) and (a,b.3) correspond to using radius values of 25, 50 and 100m, respectively.
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identified by the second highest percent drop I see that almost all of the path is covered
by sites (Fig. 3.8 and 5.3), which suggests that there are no areas of particularly high
usage time other than the central area.
Figure 3.8: Identified goat sites
Sites identified from the maximum (pink circle) and second highest percent drop (green
circles) for Goat Paths 1-3 in panels (a-c), respectively.
§ 3.4 Individual or Group
It is possible to apply the Sites of Interest Algorithm to individual animal paths
separately or together as one group (see Section 2.1.5 for details). The former can
be used to identify individual variation between the members of a group, whereas the
latter reveals the shared sites of interest. Here I use the cattle paths from Group 1
to demonstrate the differences between applying the algorithm to the individual paths
and all of them together.
From the plot of all the cattle paths together we can see the individual variation
between the cattle, for example there is one cow which heads North-East (Fig. 3.9a)
where none of the other cows venture. However, differences may not always be so
clear and especially if an area is a site for one individual but another individual only
passes through that area rather than spending a significant amount of time there. For
example, for Cattle Paths 1.4 and 1.6 the watering hole is not identified as a site of
interest but they both pass by it (Fig. 3.9c and d).
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Figure 3.9: Comparison of results from an individual and a group
Sites identified from all cattle paths (a) and individual Cattle Paths 1.1 (b), 1.4 (c)
and 1.6 (d). Paths are given in blue and the sites identified using the Sites of Interest
algorithm are represented by brown circles.
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§ 3.5 Discontinuous Data
I have shown how an extension to the Sites of Interest Algorithm enables it be applied
to groups of paths as well as to individual paths (see Section 3.4). The same extension
to apply the algorithm to group data can be used on discontinuous data. It may be
the case that a path is discontinuous because of a failure in the tracking method, or in
certain situations it may be necessary to remove certain segments of the trajectory, thus
making the data discontinuous. For example, for diurnal or nocturnal animals it may
be helpful to remove time periods corresponding to night-time or daytime, respectively,
since these may be less interesting time periods to study.
Figure 3.10: Extreme high-use site example
Results of applying the Sites of Interest Algorithm to a full cattle trajectory (panels a
and b) and the same trajectory with the extreme high-use (EHU) site removed (panels
c and d). The EHU site is the only site identified from applying the algorithm to the
full trajectory.
For several of the paths from Cattle Group 2 only one site of interest is identified
(see Section 3.2), but from examining usage time heat maps (Fig. 3.4) we see that in
these cases there is one EHU site of interest, which is used for sleeping and is obscuring
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other sites from being identified. Depending on what the EHU site is used for these
may correspond to time periods of uninteresting movement, such as sleeping sites.
Sites other than EHU sites may be more interesting and they can be identified using
the second or third highest percent drop rather than the maximum, or alternatively
by removing the path segments within the EHU site. As an example of applying the
algorithm to discontinuous data I apply the algorithm to Cattle Path 2.1 after removing
all of the path segments within the EHU site.
Figure 3.10 shows the difference in applying the algorithm to the full trajectory (pan-
els a and b) compared to the trajectory with movements in the EHU site removed
(panels c and d). We see that either identifying the second highest percent drop or
removing movements within the EHU site result in known sites of interest being iden-
tified, such as the watering hole and milking station.
§ 3.6 Algorithm Comparison
The Sites of Interest Algorithm is adapted from the method of Barraquand and Ben-
hamou (2008) for use on high frequency data. I compare the runtime and accuracy of
applying the Sites of Interest Algorithm (referred to as the “Adapted Algorithm”) to
the method of Barraquand and Benhamou (2008) (referred to as the “Original Algo-
rithm”), which is similar to the comparison made in Section 2.5. I also compare the
results from varying the crossing-interval length, denoted s , which is the size of the
moving interval over which entrances into and exits from the circle are checked for (see
Section 2.1.1 for more details).
3.6.1 Runtime
Table 3.1 shows how the Sites of Interest Algorithm vastly reduces the runtime by
two orders of magnitude. The Adapted Algorithm takes seconds to complete, whereas
the Original Algorithm takes hours. This is similar to the results from the simulated
data (Section 2.5.1). Even when the crossing interval length, s , is one, the runtime is
greatly reduced and just as accurate as using the Original Algorithm. As expected the
runtime of using s = 10 is roughly a tenth of the runtime when s = 1.
3.6.2 Accuracy
I compare the accuracy of using s = 10 against s = 1, where s is the length of the
crossing interval, which is used to search for movements across the circle’s boundary.
Therefore s is the largest time length of a passage that might be missed, so when s = 1
the results are completely accurate up to the resolution of the data.
I find that for 88.6% of cases the number of circles, N (c) , is unchanged by using
s = 10 as opposed to s = 1. Of these cases where the number of circles is the same
88.7% of them have the exact same circle positions (i.e. {x(c)1 , . . . ,x
(c)
N(c)
}). I also find
that the average usage time error per circle is 0.24 seconds, which is less than the time
difference between relocations. Finally, I find that in all cases the same number of sites
is identified no matter whether s is 10 or 1. Hence using s = 10 is a suitable choice,
since it enables the algorithm to complete within seconds while having a minimal effect
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36913 39601 35964 36898 30605 31504 35736 35317.3
Original
algorithm
11:22:31 12:56:32 13:51:53 11:08:42 08:29:20 07:11:02 13:20:59 11:11:34
Average
(s = 1)
00:03:51 00:04:58 00:04:11 00:06:07 00:05:23 00:05:52 00:04:44 00:05:00
Average
(s = 10)
00:00:39 00:00:31 00:00:26 00:00:39 00:00:34 00:00:37 00:00:18 00:00:32
Table 3.1: Algorithm runtimes comparison
Runtimes (given as hours:minutes:seconds) for the cattle paths from group 1 using
the Original Algorithm of Barraquand and Benhamou (2008) and the Sites of Interest
Algorithm (referred to as the Adapted Algorithm) with different values for s (1 and
10), which are averaged across all radius values used. Full details are given in Tables
5.10 and 5.11.
§ 3.7 Identifying Periodic Behaviour
There exists several tools and techniques which may be used to identify periodic
patterns in an animal’s movement routine, such as conditional entropy (Riotte-Lambert
et al., 2013). The first step in the method described in (Riotte-Lambert et al., 2013)
is to define areas in which to check for periodicity, so we see how the Sites of Interest
Algorithm can be used to define such areas. Since the Sites of Interest Algorithm results
in clearly delimited sites it is easy to define when an animal is inside or outside a site.
The second step is to identify entrance and exit times into and from the area, which are
part of the output from the Sites of Interest Algorithm, referred to as crossing times and
described in Section 2.1.1. Thirdly either wavelet analysis or Fast Fourier transforms
are used to detect periodicities in the three time series of presence/absence, entrance
times or exit times. Finally, any detected periodicities are tested for significance against
the null hypothesis that there is no periodic pattern.
A simple method for identifying periodicity involves creating histograms showing the
distribution of when an animal spends time in a site of interest (Fig. 3.11). For the
goats we identify a bimodal pattern, where the time periods of high use are over night
(8pm-4am roughly) and around midday. This visualisation is most useful when there
is only one site of interest as is the case with the goat data (Section 3.3). However, if
there are multiple sites then histograms can be created for each site. Identifying when
a site is most used can help in determining what the site is used for. For example,
in this case I infer that the goats’ site of interest is used for resting. In particular, I
assume that over night the goats are sleeping and around midday they are staying in
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the shade of the goat pen and other nearby buildings, since it is the warmest part of
the day.
We see in Figure 3.12 how the Sites of Interest Algorithm leads to a simplification
of an animal’s movement path, where only the key broad-scale movement decisions are
highlighted. We can consider these movements from site to site as indicating distinct
movement decisions. This simplification can be used to identify periodic patterns in an
Figure 3.11: Central area visit distribution
Histograms of the time spent in the central area for each goat path, where the usage
time is given as a proportion of the study duration (roughly 1 week). Panels (a)-(g)
show the histograms for Goat Paths 1-7, respectively.
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animal’s movement routine and to infer the reasons for an animal to transition from
one site to another using methods such as Step Selection Analysis (SSA; Fortin et al.
(2005); Rhodes et al. (2005)).
Figure 3.12: Cattle path schematic representations
The ith original cattle path from group 1 (blue dashed line) is presented in panel (a.i)
and its corresponding schematic representation (solid blue line) is presented in panel
(b.i). Sites of interest are in red. Arrows indicate the order that sites are visited in
from the starting point (green point) to the end point (yellow point). The milking
station (grey point) and watering hole (light blue point) are also included.
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SSA enables the inference of the motivations underlying an animal’s habitat selection
decisions, so we can consider an animal’s movements where they transition from one
site to another as indications that they have made a habitat selection decision. These
transitions between sites can be used as the steps in SSA, however usually in SSA
studies the steps are defined as the movements between low frequency relocation data,
which are evenly spaced in time, whereas transitions between sites are not. Hence
this necessitates an adaptation to accommodate for data which is unevenly spaced
temporally, which I describe in Chapter 4,
§ 3.8 Discussion
When applying the Sites of Interest Algorithm to empirical data I find that the run-
time of the algorithm is far less compared to the method of Barraquand and Benhamou
(2008) (Table 3.1) without compromising on accuracy (see Section 3.6.2). The Sites of
Interest Algorithm is able to identify known sites, such as the watering hole, milking
station locations, goat pen and salt blocks, as well as to reveal other less expected
sites (e.g. sites C2 and D2 in Fig. 3.2d), which allows us to further investigate why
these areas are of interest by examining environmental data and intra-site movements.
Therefore the Sites of Interest Algorithm would be most useful when these areas of
interest are unknown and environmental information is either unavailable or too coarse
to identify these areas of interest
In identifying known sites of interest, I have demonstrated several post-processing
methods to identify the number of sites and choose a suitable radius value. Instead
of identifying the sites from the maximum percent drop it may be helpful to look at
the second or third highest percent drop, which may identify other sites when there
is one extreme high-use (EHU) site (e.g. Cattle Group 2; see Section 3.2). Also, a
researcher can look at the reasons behind the single EHU site and perhaps use these to
remove data that is not of interest for their purposes (e.g. when the animal is sleeping,
locations are not of interest for understanding movement decisions). When the number
of sites is known, as in the case of the goat paths where there is clearly only one site
(see Section 3.3), then a suitable radius can be chosen such that it has the highest
maximum percent drop of those radius values that identify the correct number of sites.
Applying the algorithm to the data on goat movements reveals only one site of interest
for each goat, which leads me to apply Step Selection Analysis (SSA; Fortin et al.
(2005); Rhodes et al. (2005)) to the goats’ movements, using the identified site of
interest as an area the goats are attracted to (see Section 4.2). SSA enables me to test
hypotheses concerning the goats attraction the site of interest in the central area, which
encompasses the goat pen and nearby salt blocks. More specifically I test whether the
goats’ strength of attraction is proportional to their distance from the central area and
if they tend to turn more or less often when moving toward the central area than when
they are moving away from it. I am able to use the centre of the identified site of
interest as the point of attraction representing the central area. More details of how I
apply SSA to the goat data are presented in Section 4.2.
Extending the Sites of Interest Algorithm for use with groups of individuals allows a
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user to answer different questions, such as identifying shared sites of interest or indi-
vidual variation. It may be interesting to examine if there is any particular reason for
the individual variation. For example, the algorithm might be applied across different
subgroups to identify if there are any sites which are particular to one subgroup, where
these subgroups are unified under one particular trait, such as gender or age.
The Sites of Interest Algorithm identifies sites which are clearly delimited from the
rest of the environment, which enables a quick segmentation of a movement path into
bouts of intra and inter-site movement. These movements can be analysed in further
detail to identify the type of movement that is being exhibited, which is in contrast
to other methods, such as state-space modelling (Patterson et al., 2008) and Hidden
Markov Models (Morales et al., 2004), where sites are identified from the movement
behaviour. Therefore the Sites of Interest Algorithm does not rest on being able to
define and identify different behaviours, thus allowing it to identify sites that may be
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d(x,y) Euclidean metric distance between x and y
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Chapter 4
Step Selection Analysis for High
Frequency Data
Step Selection Analysis (Fortin et al. (2005); Rhodes et al. (2005); SSA) is a key
technique used to infer the behavioural motivations underlying an animal’s decisions
to move. Avgar et al. (2016) generalised the SSA method, termed integrated-SSA
(iSSA), which enables the inference of how an animal’s movement and habitat selection
decisions are affected by environmental factors. However, up to now SSA studies have
been constrained by the data that they typically use. Animal relocations are usually
recorded at low fixed rates (e.g. from every 15 minutes (Dickson et al., 2005; Gillies
et al., 2011) to daily recordings (Richard and Armstrong, 2010)). Typically in SSA
studies inference is made about the movements between consecutive relocations in low
frequency data, but it is unlikely that these recordings correspond to the times when
the animal makes a distinct decision to move. The accelero-magnetometer data in this
thesis, however, are collected at such high frequencies (e.g. ≥ 1 Hz) that it is highly
unlikely for an animal to make distinct movement decisions at each recorded location.
The problem is to identify the points within such high resolution data when actual
movement decisions are made by the animal.
One method for identifying distinct behaviourally meaningful movement decisions
from high frequency data is to use the Turning Points Algorithm (Potts et al., 2018),
which detects turning points as changes in an animal’s heading. Turning points can be
considered to correspond with behaviourally meaningful movement decisions since turns
are energetically costly, so would not be made unless it were beneficial to the animal
(Wilson et al., 2013b). Identifying turning points enables us to use the movements
between successive turning points as the steps in iSSA. However, the time intervals
between consecutive turning points, termed step-times, are unlikely to be the same
for all steps. In iSSA all steps are assumed to have the same step-time since iSSA
was designed for data that is evenly spaced in time. In this chapter I describe a
generalisation of iSSA, termed time-varying iSSA (tiSSA), designed to accommodate
for these data with variations in step-time, which I term non-constant step-time data.
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I also give an illustrative example of applying tiSSA to empirical data.
§ 4.1 Time-varying Integrated Step Selection Analysis
I start by defining the probability density of the animal making a turn at y after a
time period of τ since it made its last turn at x . This takes the following form
f(y, τ |x, αx) = C−1ϕ(y, τ |x)W (y, τ,x, αx) (4.1)
where αx is the heading upon which the animal arrived at x , ϕ(y, τ |x) is the sampling





0 ϕ(z, τ |x)W (z, τ,x, αx)dτdz . The normalising constant ensures that
f(y, τ |x, αx) integrates to one and is therefore a probability density function (PDF).
Usually in iSSA studies the sampling kernel is a distribution of step-lengths and head-
ings. However, for data with non-constant step-times it is also necessary to incorporate
step-times into the sampling kernel. Hence I define the sampling kernel as the product
of probability density functions (PDFs) for each of the heading, step-time and step-
length dependent on the step-time. Therefore the sampling kernel has the following
form
ϕ(y, τ |x) = h(α)g1(τ)g2(l|τ) (4.2)
where h(α), g1(τ) and g2(l|τ) are PDFs of the heading, α , step-time, τ , and step-
length, l , from x to y , respectively. The step-length PDF, g2(l|τ), is dependent on
the step-time, since an animal is able to move further (i.e. have a larger step-length)
when the step-time is greater. However the heading is assumed to be independent of
step-length and time.
Similar to Avgar et al. (2016), I suggest that g1(τ) and g2(l|τ) be PDFs of gamma
distributions. Both the exponential and χ2 distributions are special cases of the gamma
distribution, which can be written as
P (σ|k, θ) ∝ exp(−σ/θ + (k − 1) lnσ) (4.3)
where k and θ are the shape and scale parameters, respectively and σ represents
either the step-length or step-time. I also suggest that h(α) be the PDF of a uniform
distribution, since any potential directional bias can be tested for in the weighting
function.
The weighting function is defined as














where Z = [Z1, Z2, . . . Zn] and Bn = [β1, β2, . . . βn] are vectors of covariates, Zi(y ,
x ,αx ,τ), and their respective coefficients, βi , respectively. Notice that the covariates
may be dependent on the step-time, τ , which is novel to the tiSSA method. For
example, later I test how the step-times of goats are affected by the terrain they are
moving in and the temperature. The weighting function also includes correcting factors
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for the step-speed, βn+1 and βn+3 , and the step-time, βn+2 and βn+4 . These factors
are included to limit potential bias in the sampling kernel (Forester et al., 2009; Avgar
et al., 2016). Both the step-speed and step-time have two correcting factors each since
I use gamma distributions for g1(τ) and g2(l|τ), which have two parameters each (θ
and k in Eq. 4.3). Writing the gamma PDF in the way of Equation 4.3 shows the
necessity of having two correcting factors, one for σ and the other for lnσ .
§ 4.2 Application to Fine-Scale Movements of Goats
4.2.1 Goat Data
Note this is the same data set as used in Chapter 3. I summarise the details of how
the data was collected in Section 3.1. From inspecting the goat paths I make several
observations concerning their movement tendencies that I use to formulate hypotheses
that I test using tiSSA. The results from applying the Sites of Interest Algorithm (see
Section 3.1) show that the goats spend a large proportion of their time (∼40% of the
study duration) in a relatively small region (∼70m radius circle), which I refer to as the
central area. The central area encompasses a goat pen and salt blocks, which explains
why they are attracted to this area. I therefore test the hypothesis that they have an
attraction to this central area and that the strength of this attraction is proportional to
their distance from the central area. I also test whether they tend to make smaller angle
turns rather than larger (i.e. whether the bearings of successive steps are correlated),
since turning is energetically costly (Wilson et al., 2013b). The goats live in a narrow
steep-sided valley (Fig. 4.1), so I test whether they avoid the steeper upward slopes,
since moving up these slopes requires more energy (Minetti et al., 2002; Ardigò et al.,
2003).
4.2.2 Turning Points Algorithm
It does not make sense to directly apply iSSA to high frequency data, since successive
relocations are so close that there is little interesting biological information contained
within the movements between consecutive relocations. We need a different method
for defining the steps, which involves rarefying the data such that the rarefied data
points represent times when the animal has made a behaviourally meaningful movement
decision.
I use the Turning Points Algorithm (Potts et al., 2018) to identify the turning points
on the goat paths. These turning points represent times when the goats have made
significant movement decisions, since turning is energetically costly so would not be
made unless it was beneficial to them (Wilson et al., 2013b). The algorithm works by
calculating the squared circular standard deviation (SCSD) across a moving window.
Peaks in the SCSD signal are identified as candidate turning points. Any candidate
turning point is discarded if the turning-angle at that point is below a given threshold.
Therefore, a user of this algorithm has to make a choice of window size and threshold
value. Across all paths I use a window size of 40 seconds and a threshold of 30o , since
these values result in simplified paths which closely resemble the unrarefied paths (Fig.
4.2a-b). On the other hand, there is a lot of detail missing from paths constructed by
62
Figure 4.1: Elevation contour map
A contour map of elevations for the valley in which the goats live. Darker contour lines
represent higher elevations and the elevation values are given in metres. Goat Path 1
is given as the blue line.
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sampling at regular time intervals, mimicking those that would be obtained from lower
frequency data (panels c-f).
Figure 4.2: Visual comparison of rarefied paths
A path segment taken from Goat Path 1 (panel a), which is rarefied using the Turning
Points Algorithm (panel b) and regularly subsampled (panels c-f) at rates of 5, 15, 30
and 60 minutes, respectively.
4.2.3 Model formulation
Non-Constant Step-Time Data
After applying the method of Potts et al. (2018) the goat’s path is described by a
sequence of turning points, x0,x1, . . . ,xN and corresponding step-times τ1, τ2, . . . τN ,
where τi is the length of time taken by them to move from xi−1 to xi , li is the distance
between xi−1 and xi and the step-speeds are defined as si = li/τi .






where the superscript (r) represents any function relating to the tiSSA method.
I fit gamma distributions for the step-time and step-length dependent on step-time,
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where k1 and k2 are shape values fitted for step-times and step-lengths, respectively,
and θ1 and θ2 are scale parameters fitted to the step-times and step-lengths, respec-
tively.
The best fit k1 and θ1 in g
(r)
1 (τ) can be found by maximising the following likelihood
function








Similarly, the likelihood function used to fit parameters k2 and θ2 to g
(r)
2 (l|τ) is

















where the best fit k2 and θ2 given the empirical step-lengths and step-times are those
which maximise Ll .
Notice that Equation 4.8 is maximised for the same parameter values as the following
likelihood function for the step speeds, si






Hence, the best fit k2 and θ2 for g2(l|τ) can be found by fitting a gamma distribution
to the step speeds instead (e.g. using fitdist in R).
The sampling kernel is defined as the product of h(r)(α), g
(r)
1 (τ) and g
(r)
2 (l|τ), so it
has the following functional form
ϕ(r)(y, τ |x) = τ






Based on the observations of the goats’ movements (see Section 4.2.1) I formulate
several hypotheses concerning their movement tendencies. I hypothesise that they
tend to
(A1) move toward the central area with strength of attraction proportional to their
distance from the central area,
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(A2) be attracted to the central area with strength proportional to their distance from
the central area and also have more directed movement when moving toward the
central area,
(B) move in the same general direction,
(C) avoid moving up steeper gradients,
(D) have shorter step-times when the temperature is higher,
(E) and have shorter step-times when moving in rocky terrain.
Note that hypotheses A1 and A2 compete with each other, which explains why I label
the hypotheses in this way.
I construct covariates to test each of these hypotheses, which are defined as
(A1) Z1(y,x) = |xcp − x| cos(ψ −H(xcp,x)),
(A2) Z̃1(y,x, τ) = τ |xcp − x| cos(ψ −H(xcp,x)),
(B) Z2(y,x, αy) = cos(ψ − αx),
(C) Z3(y,x) = (Elev(y)− Elev(x))/l ,






(E) Z5(y, τ) = −τI(y).
where xcp represents the central area and is defined as the centre of the single site of
interest, H(y,x) is the heading from x to y , Elev(x) is the elevation at x , Temp(x)
is the temperature recorded when the goat was at x , Temp is the average temperature
across all steps and I(x) is an indicator function, equalling 1 when x is in rocky terrain
and 0 otherwise.
From this set of covariates I build four separate models, which include different co-
variates in the weighting function, but have the same sampling kernel (Eqn. 4.10). The
first model is the Base Model, which includes covariates Z1, Z2 and Z3 . By adapting
the Base Model I build the other models, where the Returns Model replaces Z1 with
Z̃1 , the Temperature Model adds Z4 and the Rocky Model adds Z5 . The movement
kernels for the four models are given as
f
(r)







1 Z1(y,x) + β
(r)





















8 + k1 − 1) ln τ + (β
(r)
















1 Z̃1(y,x, τ) + β
(r)





















8 + k1 − 1) ln τ + (β
(r)















1 Z1(y,x) + β
(r)
2 Z2(y,x, αx) + β
(r)





















8 + k1 − 1) ln τ + (β
(r)















1 Z1(y,x) + β
(r)
2 Z2(y,x, αx) + β
(r)





















8 + k1 − 1) ln τ + (β
(r)














4 are the movement kernels from the Base, Returns, Tem-
perature and Rocky Models, respectively.
Deriving βi -values using conditional logistic regression
The βi -values in the movement kernels for each model given the empirical data, X ,








ϕ(xi, τi|xi−1)W (xi, τi,xi−1, αxi−1)∫
Ω
∫∞
0 ϕ(z, τ|xi−1)W (z, τ,xi−1, αxi−1)dzdτ
. (4.15)
where αxi is the heading from xi−1 to xi , therefore the indexing in the product starts
at two since there is no αx0 or αx1 .
Ideally the normalising constant may be calculated analytically (Matthiopoulos, 2003),
but this can be computationally intensive and technically demanding. In contrast, I will
show that it is possible to use Conditional Logistic Regression (CLR) to approximate
the B that maximises Equation 4.15, which is a much faster process and well-used by











where y′i,j and τ
′
i,j are the end point and step-time, respectively, of the j
th control
step drawn from ϕ(y, τ |xi−1). Sampling control steps from ϕ is a two step procedure,
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where firstly a set of headings, α′i,j , and step-times, τ
′
i,j , is drawn from h(α) and g1(τ),
respectively. Secondly, a step length, l′i,j , is drawn for each step-time from g2(l|τ ′i,j).







y′i,0 = xi and τ
′
i,0 = τi .
Notice that the denominator in Equation 4.16 approximates the normalising constant
in Equation 4.15 up to a constant with respect to β1, . . . , βn+4 (by the theory of Monte
Carlo Integration), whereby the integral is approximated as the mean of the integrand
evaluated at the end points and step times of the sampled control steps. Also, since
ϕ(xi, τi|xi−1) does not depend on β1, . . . , βn+4 the following holds
ϕ(xi, τi|xi−1)W (xi, τi,xi−1, αxi−1)∫
Ω
∫∞
0 ϕ(z, τ|xi−1)W (z, τ,xi−1, αxi−1)dzdτ
≈ Ki







where Ki is constant with respect to β1, . . . , βn+4 . Equation 4.17 shows that the βi -
values that maximise LCLR are approximately the same as those that maximise LI .
This approximation becomes exact as M →∞ (i.e. as more control steps are sampled).
Hence, CLR can be used to approximate the best fit βi -values to parametrise the
movement kernel (Eqn. 4.1).
Constant Step-Time Data
As well as using the Turning Points Algorithm I also subsample the goat paths reg-
ularly in time to have a comparison of iSSA and tiSSA applied to the same data set. I
use constant subsampling rates varying from 5 seconds to 7 hours.
I use a uniform distribution for the heading and a gamma distribution for the step-







where k3 and θ3 are the shape and scale values from fitting a gamma distribution to
the step-lengths, respectively. Note the difference between ϕ(c)(y|x) and ϕ(r)(y, τ |x);
there is no τ in ϕ(c) since the step-time is the same for all of the steps in the regularly
subsampled paths.
The weighting function for the regularly subsampled paths includes the same covari-
ates as I use in the Base model (i.e. Z1, Z2 and Z3 ), since this is the only model which
does not include step-time as a variable, so the weighting function is defined as




1 Z1(y,x) + β
(c)





10 |y − x|+ β
(c)
11 ln |y − x|
)
. (4.19)
Note that here I correct for the step-length and logarithm of the step-length, but I
find that for some paths and regular subsampling frequencies that there are steps with
lengths of zero, so in these cases I remove β
(c)
11 ln |y − x| from W (c) .
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The movement kernel for the constant step-time data has the following functional
form




1 Z1(y,x) + β
(c)













I find little evidence that the goats are avoiding steep upward slopes, since the inferred
β3 -values are insignificant for the regularly subsampled paths and the paths rarefied
using the Turning Points Algorithm. The goats sometimes use areas of high altitude
as places of safety, which may explain these insignificant β3 -values. Therefore, in all
of the subsequent analyses the covariate corresponding to the hypothesis of avoiding
steep upward slopes (Z3 ) is removed.
Constant Subsampling vs. the Turning Points Algorithm
I compare using the Base model on regularly subsampled data with iSSA against
data rarefied using the Turning Points Algorithm with tiSSA. Figures 4.3-4.6 show the
results from using data rarefied from constant subsampling (in blue) and the Turning
Points Algorithm (in red). The precision of the two methods is given by the size of
the confidence intervals. The accuracy of the iSSA method is given by the difference
between the inferred β
(c)
i -values and the corresponding β
(r)
i -value inferred from tiSSA.
Figure 4.3a shows the inferred β1 -values, which represent the tendency for the goats
to move toward the central area. For six of the seven goat paths the inferred β
(r)
1 -
value is significant. The β
(c)
1 -values inferred from the regularly subsampled paths are
greatly affected by the frequency of subsampled locations. The accuracy of the inferred
β
(c)
1 -values decreases as the frequency of constant subsampling decreases.
For the highest constant subsampling frequencies the β
(c)
1 -values are negative for six
of the seven paths, which might suggest that the goats are not attracted to the central
area and instead tend to be repelled away from it. This is in apparent contradiction with
the results from both the data rarefied using the Turning Points Algorithm and lower
frequency data. This suggests there is an alternative explanation for these negative
β
(c)
1 -values is that goats tend to have more directed movement when moving toward
the central area than when they are moving away from it. This means that at high
subsampling frequencies there are more steps directed away from the central area than
toward it, which could be the cause of the negative β
(c)
1 -values that we see with the
high frequency subsampled data. To further investigate the cause of these negative
β
(c)
1 -values I test the hypothesis that the goats have longer step-times when moving
toward the central area using the Z̃1 covariate.
In Figure 4.3 (b) we see the inferred β2 -values, which represent the tendency for
the goats to make smaller turns. The inferred β
(c)
2 -values are inaccurate for almost
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Figure 4.3: The βi -values for Goat Path 1
The βi -values found from regular subsampling (in blue) and non-constant step time
paths (in red), with 95% confidence intervals. The x-axis location of the non-constant
step time path is its average step time. Panels (a.1-2) and (b.1-2) show the inferred β1
and β2 -values, respectively.
all of the regularly subsampled paths when compared to the values from using tiSSA.
For high constant subsampling frequencies we see that as the subsampling frequency
increases the β
(c)
2 -values rise swiftly, but this means that the goats tend to move in
straight lines over short time intervals, so this is not very informative about the goats’
tendency to prefer smaller turning-angles. When the subsampling frequency is low the
confidence intervals around the β
(c)





Figure 4.7 shows the inferred β
(r)
i -values for the different models. The results in
panels (a) and (c) are from the Base model, whereas panels (b), (d) and (e) are from
the Returns, Temperature and Rocky models, respectively. For four of the seven goat
paths we see significant inferred β̃
(r)
1 -values (Fig. 4.7b), which represent the tendency
for the goats to have longer step-times when moving in the direction of the central
area. All of the goats tend to have higher turning frequencies in higher temperatures
(Fig. 4.7d), which is probably due to them restricting their movements to shaded areas
caused by the goat pen and other nearby buildings in the central area. Also all of the
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Figure 4.4: β -values for Goat Paths 2 and 3
The βi -values inferred from Goat Path 2 (panels a-b.1-2) and 3 (panels c-d.1-2) pre-
sented in the same way as in Figure 4.3
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Figure 4.5: β -values for Goat Paths 3 and 4
The βi -values inferred from Goat Path 4 (panels a-b.1-2) and 5 (panels c-d.1-2) pre-
sented in the same way as in Figure 4.3
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Figure 4.6: β -values for Goat Path 4 and 5
The βi -values inferred from Goat Path 6 (panels a-b.1-2) and 7 (panels c-d.1-2) pre-
sented in the same way as in Figure 4.3
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goats tend to have higher turning frequencies when moving in rocky terrain (Fig. 4.7e),
which is probably due to the fact that it is more difficult to move in a straight line
across uneven ground, which results in them taking more turns.
Figure 4.7: Inferred β
(r)
i -values for different covariates
Inferred β
(r)
i -values from non-constant step-time paths, where β
(r)
1 represents a ten-
dency to move toward the central area, with strength proportional to the distance from
the central area, β̃
(r)
1 represents the same as β
(r)
1 , but with the added assumption that
the step times are greater when moving toward the central area, β
(r)
2 represents a ten-
dency for the goats to move in the same general direction, β
(r)
4 represents a tendency
for the goats to have shorter step times when the temperature is higher and β
(r)
5 rep-
resents the tendency for the goats to have shorter step times when traversing rocky
terrain.
§ 4.3 Discussion
In this chapter I have adapted the method of integrated Step Selection Analysis
(iSSA) for use on high frequency data (of the order of ≥ 1Hz). In particular I have
rarefied such data using the Turning Points Algorithm, which results in a sequence of
locations whereby the times between successive locations is not constant (non-constant
step-times), but the locations represent places where the animal has actually made
a turn. To deal with such non-constant step-times required me to extend the iSSA
technique. I termed the resulting method time-varying iSSA (tiSSA).
It is possible to identify an animal’s key movement decisions in other ways, such as
using the Sites of Interest Algorithm (Munden et al., 2019), which identifies areas in
which an animal spends a disproportionately large amount of its time. The movements
of an animal when they transition from one site to another could potentially be con-
sidered as the steps in tiSSA, enabling the inference of the reasons behind an animal
transitioning from one site to another. Performing tiSSA on transitions between sites
would be most useful when there are more transitions than I found in the data I used,
which would involve using data gathered over longer periods of time than I use and
with enough identified sites. It would not be very interesting to perform tiSSA on the
transitions between sites if there are only a couple of sites.
Instead of collecting high frequency data which is then rarefied using methods such
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as the Turning Points Algorithm, it may be possible to collect data in the first place
that reflects the key movement decisions of an animal. For example, in the case of
passerines, relocations may be collected when a bird is observed to move from one tree
to another (Napper and Hatchwell, 2016; Ellison et al., 2020). Key movement decisions
could also be identified from animal-borne video cameras (Rutz et al., 2007; Watanabe
and Takahashi, 2013; Tremblay et al., 2014).
It is beneficial to collect data at significant movement decisions, either directly from
the animal or rarefied high frequency data. To show these benefits I compare the results
from the tiSSA and iSSA methods. For high frequency regular subsampling the results
can be misleading (e.g. negative β
(c)
1 -values) or uninformative (e.g. extremely high
β
(c)
2 -values when the constant step-time is small are to be expected and reveal nothing
about the goat’s tendency to make larger or smaller turns). On the other hand, low
frequency regular subsampling leads to results which are both inaccurate and imprecise.
Since tiSSA is a generalisation of SSA it can be used to answer as wide a range of
questions as SSA (Thurfjell et al., 2014). For example, SSA has been used to assess
the impact that roads (Prokopenko et al., 2017a,b; Scrafford et al., 2018; Wadey et al.,
2018) and other linear features (DeMars and Boutin, 2018; Dickie et al., 2019) have on
animal movements, as well as the effects of other anthropogenic disturbances (Ladle
et al., 2019). It has also been used to test the effects of other individuals, both in
terms of competitors (Vanak et al., 2013) and prey (Latombe et al., 2014). However,
unique to the tiSSA method, we can include time dependent covariates, which enables
investigation into the factors causing an animal to make movement decisions more or
less often. For example, I have shown that both higher temperatures and if the goats
are moving through rocky terrain they tend to make turns more often (i.e. have shorter
step-times).







th step-time, i.e. time taken to move from xi−1 to xi
li i
th step-length, i.e. distance between xi−1 and xi
si i
th step-speed, i.e. li/τi
αx heading of arriving at x
N number of case steps
X empirical data of turning-points and step-times, ie.
{{x0,x1, . . . ,xN}, {τ1, τ2, . . . , τN}}
Ω domain of availability









4 movement kernels for the Base, Returns, Temperature and Rocky
models, respectively for tiSSA
C normalising constant of the movement kernel, f(y, τ |x, αx)
ϕ(y, τ |x) general sampling kernel
h(α), g1(τ), g2(l|τ) general PDFs of headings, step-time and step-length dependent
on step-time, respectively
W (y, τ,x, αx) general weighting function for tiSSA
Zi(y, τ,x, αx) i
th covariate function
βi coefficient of Zi(y, τ,x, αx) in W (y, τ,x, αx)
Z vector of covariates, Zi(y, τ,x, αx)
B vector of covariate coefficients, βi
LCLR(B|X) likelihood function from conditional logistic regression
LI(B|X) likelihood function from integration
Ki constants used to show direct proportionality
y′m,i m





th control step-time and heading from xi−1 to y
′
m,i, respectively
M number of control steps for each case step
xcp location of the central point
H(a,b) measure of heading from b to a.
elev(x) measure of the elevation at x
Temp(x) temperature measured when at x
Temp average temperature across all steps
I(x) indicator function, equalling 1 when x is in rocky terrain and 0
otherwise
Table 4.1: Chapter 4 Glossary
Glossary of symbols used in Chapter 4
Chapter 5
Discussion and Conclusion
As high frequency (≥1 Hz) data gain in popularity and become more widespread
(Williams et al., 2020), the need for methods to sift efficiently through these long data
streams to answer interesting ecological questions becomes ever more vital. Such high
frequency data has the advantage that paths can be considered to be pseudo-continuous
since often the distances between successive relocations are so short that they are less
than the animal’s body length. This removes the necessity to interpolate (i.e. add
extra points) between recordings, which is often necessary for calculating metrics from
lower resolution data (e.g. utilisation distributions (Benhamou and Cornélis, 2010) and
residence times (Barraquand and Benhamou, 2008)).
Despite these advantages, we are often faced with problems when trying to apply
existing techniques to high frequency data that may have been designed for much lower
resolution data. Some techniques, such as the residence time metric (Barraquand and
Benhamou, 2008), are prohibitively slow when applied directly to high frequency data,
due to the magnitude of the resulting datasets (see Sections 2.5.1 and 3.6.1). For other
techniques, such as Step Selection Analysis (SSA; Fortin et al. (2005); Rhodes et al.
(2005)), we find that it is no longer sensible to directly apply SSA to high frequency
data, since there is usually little interesting information contained in movements be-
tween locations that are a second or less apart. In this thesis I introduce adaptations
of these two techniques specifically for use on high frequency data.
In Chapters 2 and 3 I describe a method adapted from the residence time metric,
termed the Sites of Interest Algorithm and designed to identify areas that are used
extensively. I then give illustrative examples from empirical data of how it can be
applied. Chapter 4 explains how SSA can be applied to high frequency data and
includes an example of its application to empirical data compared to an application of
SSA to the same data. In the next two sections, I discuss the implications of the results
described in Chapters 2-4.
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§ 5.1 Sites of Interest Algorithm
In Chapter 2, I constructed an algorithm that makes full use of high frequency data to
calculate the amount of time an animal spends in a clearly delimited area, termed the
usage time. The previous method of Barraquand and Benhamou (2008) was limited
by the available data to estimate the amount of time spent in and near to an area
(which they termed residence time). Also the existing method for calculating residence
time, given in Barraquand and Benhamou (2008), proves to be prohibitively slow when
applied to sub-second resolution data. Consequently I take advantage of the extra
information high resolution data affords us to decrease the runtime of the algorithm by
two orders of magnitude (see Sections 2.5.1 and 3.6.1). I call the resulting algorithm
the Sites of Interest Algorithm.
The Sites of Interest Algorithm calculates the usage times of circles placed at various
points along the animal’s path, so a user of the algorithm is required to make a choice
about the radius of the circles. I recommend that the usage time of a path be calculated
for multiple radius values, since changing the radius value can result in different outputs.
Initial limits can be placed on the chosen radius values. A radius value should be at
least half the animal’s body length otherwise the site would be smaller than the animal.
Also a radius value should not be so large that the whole path is contained within one
circle, since this would be uninformative about which areas along the path are most
used. When analysing group data compared to individual trajectories a larger minimum
radius value than half the animal’s body length may be more appropriate and especially
if the animals use the sites simultaneously, since then the site should be large enough
to contain multiple individuals from the group. A wide variety of radius values can be
used within these limits. Then, from examining the results, an appropriate value can
be chosen by a trial and error method as explained in the next paragraph.
There are several signs to look out for when choosing a suitable radius value, which
may indicate that the radius is too large or too small. Sometimes when too small a
radius value is used the identified sites can be clustered together (Fig. 2.5b), which
means that the number of sites identified is overestimated. On the other hand, if
there are extensive parts of the identified sites that are not used then the radius value
may be too large (Fig. 2.5d). The maximum percent drop is a measure of difference
between the identified sites and other circles, so it is generally best to maximise the
maximum percent drop when choosing a radius value (see Section 3.3). However, if
the maximum percent drop is 100% then this indicates that there is only one circle left
after the rarefication procedure, since there are no other circles to compare it with. If
the maximum percent drop is 100% then the radius value is clearly too large, because
having only one circle provides no comparison of which areas have relatively high usage
times. I also include in the Sites of Interest Algorithm a colour assignment (see Section
2.1.4) which gives an indication of the confidence that the algorithm has in the results
by comparing the outputs from two criteria (threshold and stability criteria) used to
choose a radius value. Since when the maximum percent drop is 100% the results are
uninformative the two criteria find maximum percent drops that are local maximums
rather than global maximums across the different radius values used. This simple
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feature provides a baseline rule for choosing an appropriate radius value and indicates
when further analyses may be appropriate
In Section 2.6 I describe an alternative method to the colour assignment that can
be used to choose the radius value using variance-scale plots calculated from the first
passage time (Fauchald and Tveraa, 2003; Kapota et al., 2017). The radius value can
be chosen as the one resulting in the highest variance in first passage times. Though
this method was specifically designed to identify the size of an area in which an ani-
mal performs an area restricted search it could also be used to estimate the size of a
site of interest if a user of the Sites of Interest Algorithm is particularly interested in
determining the size of the sites of interest.
I have shown that it is possible for sites to be of different sizes, so a natural question to
ask might be if a variable radius value could be used, but this could add computational
time in calculating what radius to use at each point. The maximum percent drop would
also need adapting since it does not make sense to compare the usage times of different
sized circles. In most cases the larger circles will have larger usage times, so instead
the algorithm would need to normalise the usage time by dividing by the circle’s area.
It is possible for there to be several significant drops in usage time between consecutive
bars in the histograms of usage times (Fig. 3.2c), which have quite large percent drop
values (i.e. relative differences in usage times of consecutive bars). Therefore, it may
be beneficial to identify the second and third highest percent drops as well as the
maximum (Fig. 3.5), since the maximum percent drop can distinguish a small number
of extremely high use sites or extremely low use circles from all other circles. The
extremely high use sites (e.g. sleeping sites) may obscure other interesting sites from
being identified, whereas extremely low use areas often correspond to uninteresting
behaviours (e.g. transitioning between sites).
I have shown the efficacy of the Sites of Interest Algorithm by testing its ability to
identify sites of interest known a priori from simulated (see Section 2.2) and empirical
data (see Sections 3.2 and 3.3). I use switching Ornstein-Uhlenbeck processes (Black-
well, 1997; Taylor and Karlin, 2014) to create simulated trajectories each of which has
points of attraction that the simulated particle moves toward, so I aimed to identify
these points of attraction as sites of interest using the Sites of Interest Algorithm. In
the empirical data, these known sites constitute features of known interest to the ani-
mals, such as the watering hole and milking station locations for cattle or salt blocks
and a goat pen for goats.
As well as examining sites of interest inferred from a single path, the algorithm can
also find sites across multiple trajectories. This may be useful if we want to find sites
of shared interest to a group of animals (Fig. 3.2), or when the data is discontinuous
because certain segments have been removed. Depending on the question at hand, it
is not always valuable to use the entire path for identifying specific types of sites of
interest. For example, if we are interested in foraging behaviour then locations recorded
whilst the animal is asleep are not useful. Indeed, when I applied the Sites of Interest
Algorithm to cattle paths, I often found a single site which is used overwhelmingly
more than other sites (see Fig. 3.4). On further examination, I found that this site was
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the place where the cattle slept. Only after removing the recordings in this extremely
high use site was I able to identify the grazing sites of interest correctly (see Section
3.5).
The Sites of Interest Algorithm fits in the wider field of site fidelity as a method
for describing how an animal uses its environment. However, unlike other ways of
describing an animal’s space-use pattern, such as the Utilisation Distribution (UD;
Van Winkle (1975)), the Sites of Interest Algorithm specifically identifies high use
areas. These high-use areas are delimited from the rest of the environment available
to the animal, which enables a quick segmentation of the path into inter and intra-site
movements, whereas the UD gives a more general description of space-use. Though it is
not the primary purpose of the Sites of Interest Algorithm it can also be used to create
a usage time heat map (see Section 2.7), which is analogous to the UD. This usage time
heat map can be used instead of Kernel Density Estimation (Silverman, 1986; Worton,
1989; Benhamou and Cornélis, 2010) for calculating the UD from high frequency data.
From the heat map we can identify the shapes of non-circular sites (Fig. 2.14), since
there may be areas within an identified site that are less used because they are too
energetically costly or dangerous to traverse.
As part of the calculation of the usage time, the number of visits to each circle
is also recorded, which can be used to identify interesting areas other than high-use
areas that may be visited often but not for significant amounts of time. For example, a
repeatedly revisited area may be used to traverse topographically challenging landscape
features, such as a ford in a river. Identifying these repeatedly revisited areas is useful
in understanding how an animal interacts with the environment and uses particular
environmental features to their advantage. Areas with a high number of visits can
be identified from a visual inspection of the heat map of the number of visits (Fig.
2.15c). Alternatively the same method as I use to identify sites of interest can be used
to identify intensively revisited areas, where we find the maximum percent drop in the
number of visits to each circle instead of the usage time.
One can attain accurate representations of an animal’s space use through creating
heat maps from the results of the Sites of Interest Algorithm since the animal’s location
is known in pseudo-continuous time. When the resolution is high enough there is no
uncertainty in the animal’s location between consecutive recordings. However, this
does require that ultra-high-resolution data be used, which may not be available to a
researcher so other methods (e.g. Kernel Density Estimation; Benhamou and Cornélis
(2010)) could be used instead when the resolution of the data is not sufficiently high
enough.
§ 5.2 Time-varying integrated Step Selection Analysis
Chapter 4 explains how integrated Step Selection Analysis (iSSA; Avgar et al. (2016))
can be applied to high frequency data, which is first rarefied using the Turning Points
Algorithm (Potts et al., 2018) enabling us to consider an animal’s movements between
consecutive turning points to be steps. The advantage of this is that turning points
likely correspond to times when an animal has made a decision to move, since turning
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is energetically costly so would not be made unless they benefited from turning (Wilson
et al., 2013b). Consequently, the methods developed in Chapter 4 take advantage of
high frequency data to put Step Selection Analysis on a more behaviourally-meaningful
footing.
However, it is not possible to use iSSA directly on steps between turning points, as
iSSA is designed for data whereby the time intervals between successive steps (called
step-time) are constant throughout the path. This is not the case with the time intervals
between actual turning points of animals. This therefore necessitates the adaptation
of iSSA to incorporate steps with varying step-times. I term this adapted method
time-varying iSSA (tiSSA).
By applying tiSSA to data on goat movements, I showed that using iSSA with lower
frequency data gathered at constant step-times can lead to inaccurate results compared
with tiSSA applied to the actual turning points of the animal (as inferred by the Turning
Points Algorithm). The tiSSA method also allows for the inclusion of time-dependent
covariates examining how the frequency of turns may be affected by landscape features
or environmental conditions. For example, in Section 4.2.4 I found that the goats from
our study tend to turn more frequently when the temperature is higher or when they
are moving through rocky terrain.
I suggest that the tiSSA method only be applied to data where recordings occur
when the animal has made key movement decisions. These recordings may be attained
from identifying when movement decisions are made from high resolution data or from
directly collecting relocation data when key movement decisions are made. If the loca-
tions in the data do not occur when key movement decisions are made then it makes
more sense to use iSSA. It is possible for data to be unevenly spaced in time but for the
recordings not to occur when key movement decisions are made, such as when there
are failures in the tracking method. In these cases I would suggest using continuous
time methods (Wang et al., 2019) which are well suited to such data where movement
decisions are made between times when recordings are collected (Blackwell et al., 2016).
§ 5.3 Future Work
5.3.1 Sites of Interest Algorithm
The Sites of Interest Algorithm opens up opportunities to analyse periodic patterns in
an animal’s movement routine (see Section 3.7). The output from the Sites of Interest
Algorithm includes the times when the animal visits and then leaves a site (i.e. crossing
times). From these crossing times we can calculate how long an animal spends inside
a site for each visit and the length of time between visits. It may be possible to use
this information, alongside the method described in Riotte-Lambert et al. (2013) to
determine if there is a particular period with which an animal tends to revisit a site.
In short, the method of Riotte-Lambert et al. (2013) works by applying Fast Fourier
transforms to time series representing either entrance or exit times or presence/absence.
Animals may have a particular movement routine, where they tend to visit sites in a
certain order. It may be possible to determine such a routine from the flow chart (Fig.
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2.11) of movements between sites using conditional entropy (Riotte-Lambert et al.,
2016), whereby repeating subsequences are detected in the sequence of sites visited.
This is done by creating a site-lag upper triangular matrix (see Figure 2 in Riotte-
Lambert et al. (2016)), which gives a visualisation of which subsequences are repeated
and the time between occurrences of the subsequence (i.e. lag).
It is possible to infer shared sites of interest (see Section 2.1.5) across subgroups unified
under a particular trait, such as gender or age. This may enable a researcher to assess
whether there is any variation in the sites identified from different subgroups, hence
allowing for the inference of the particular traits that cause such variation. For example,
there are sex-specific variations in wandering albatross’s foraging strategies that are
dependent on wind conditions (Clay et al., 2020). In this situation and other similar
scenarios the Sites of Interest Algorithm can be applied more generally to identify sites
used for different reasons (e.g. foraging and resting). Also the identified sites highlight
areas where it would be valuable to gather environmental data, which in general can
be quite coarse (Dodge et al., 2013). It is also possible to compare the results from
individuals to the group as a whole to identify the reasons for individuals to move
differently to the rest of the group. For example, there is one cattle path from Group
1 that moves to the North-East where no other individuals go (see Section 3.4).
The typically-large intervals between GPS relocations mean that these data are often
unable to capture the full range of social interactions (Wilmers et al., 2015), but some of
the inherent issues can be alleviated by using data gathered at sub-second resolutions.
This is particularly true in conspecific interactions where animals are more likely to
interact directly with each other than predator-prey interactions where the prey is
actively trying to avoid any interactions with the predator. Such direct interactions are
important in understanding the spread of disease from particularly sociable individuals
(i.e. super spreaders; Lloyd-Smith et al. (2005)). Disease transmissions will more likely
take place when animals spend extended periods of time together as they can do at sites
of interest, so identifying sites can help trace other individuals that may be infected by
one infected individual visiting the same site.
By comparing usage time heat maps from different conspecific groups (e.g. herds of
ungulates or flocks of birds) we may see territorial patterns emerge as they compete for
the same resources and therefore the same sites. It is valuable to use high frequency
data in these situations to observe direct interactions (e.g. fighting; Smith (1974)), since
most studies are based on stigmergent interactions (Giuggioli et al., 2013), such as scent
marking (Giuggioli et al., 2011). High frequency data also enables the examination of
edge effects between populations (Ries et al., 2004) at a fine-scale using usage time
heat maps from each group. Knowing the animals’ locations in pseudo-continuous time
enables us to clearly define boundaries, since we know exactly where an animal has
been and where they have not been.
Social (or dominance) hierarchies (Drews, 1993) may exist within a group that deter-
mine the quality of the sites used by an individual dependent on their position in the
hierarchy (Morse, 1974; Syme, 1974). From the output of the Sites of Interest Algo-
rithm we know the exact times when an animal visits a site, so from this we can identify
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the order in which individuals visit a site. As the site’s resources are depleted by the
more dominant individuals there are less resources for the less dominant individuals
when they arrive later. From the order in which animals visit a site we may be able to
determine their rank in the hierarchy.
One could also assess the effects of inter-species interactions, particularly in a predator-
prey system. The usage time heat map of a predator can be used to create a map of
fear (Gallagher et al., 2017) for their prey, who will tend to avoid areas most used
by the predator. This heat map can then be used in SSA (Latombe et al., 2014) to
test hypotheses concerning an animal’s movement decisions as they weigh up different
factors affecting these decisions, such as food quality and predator presence (Brown
and Kotler, 2004).
As well as an animal changing their sites of interest in response to the movements of
other individuals, there are numerous temporal changes in the environment that could
be contributing factors in their decisions of which sites to use, such as the depletion of
resources in a foraging patch (Ohashi and Thomson, 2005). Future work could identify
sites of interest for different time periods then infer the reasons for an animal to change
their sites for particular time periods. Temporal variations may also inform an animal’s
movement routine as they wait until resources are replenished at a site before revisiting
it for example.
Often it can be time consuming to examine an animal’s entire trajectory in search of
time periods when they exhibit interesting behaviour. The Sites of Interest Algorithm
highlights segments of the trajectory corresponding to interesting behaviours, which
can be analysed in more detail using accelero-magnetometer data (Moreau et al., 2009;
Nathan et al., 2012; Williams et al., 2017). This enables us to infer what an animal
uses a site for (e.g. foraging or sleeping). For example, these techniques could be used
to infer what use the cattle from Group 2 have for the identified sites that are not the
known sites of interest (i.e. milking station locations and watering hole). Alternatively
we could examine the environmental data to identify why they visit a site and why
they choose that particular site over other areas. It can sometimes be impractical to
gather environmental data over the whole landscape available to an animal, so any data
that is available will often be quite coarse (Dodge et al., 2013). Instead a researcher
can gather environmental data of the areas within and around the identified sites. For
example, examining the landscape that the cattle live in I see that there is a wooded
area that they tend to avoid, which causes them to take the longer route around the
woods when they transition between the sites to East and West of the woods.
5.3.2 Time-varying integrated Step Selection Analysis
The tiSSA method results in a movement kernel, f(y, τ |x, αx) (Eqn. 4.1), which
gives the probability density of the animal making successive movement decisions at
x then y after a time period of τ and arriving at x on a heading of αx . From this
movement kernel simulations can be created (Signer et al., 2019) enabling us to not
only describe current space-use patterns, but also to predict future patterns, such as the
utilisation distribution (Signer et al., 2017) and home ranges (Moorcroft and Barnett,
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2008). From using tiSSA for these same applications it may be possible to achieve
more accurate descriptions of these space-use patterns and also to assess the effect of
time-dependent covariates in their formation. Since the data used in tiSSA is based on
movements between key movement decisions we can gain greater insight compared to
iSSA into the mechanistic underpinnings of these space-use patterns.
Though I introduce tiSSA as an extension enabling iSSA to be applied to high fre-
quency data rarefied using the Turning Points Algorithm, it can also be applied to
other data where the steps reflect periods when the animal is making a key movement
decision. For example, steps might be defined as the movements when an animal tran-
sitions from one site of interest to another. Using tiSSA one could infer the reasons
behind an animal’s decisions to transition between sites at the times they have been ob-
served to. These transitions represent broader scale decisions, rather than the smaller
scale decisions made at turning points. For example, an animal may turn to avoid an
obstacle as it transitions between sites, but its broader aim of visiting the site is still the
same. Alternatively, instead of collecting high frequency data then identifying move-
ment decisions, relocations can be collected at time points that the animal is observed
to make movement decisions. For example, animal-borne video cameras (Rutz et al.,
2007; Watanabe and Takahashi, 2013; Tremblay et al., 2014) can be used to identify
when a movement decision has been made. It is important to apply tiSSA to these data
to avoid potentially inaccurate inference, as seen from the example application to goat
data (see Section 4.2.4). Also applying tiSSA to data with steps between movement
decisions enables the inclusion of time-dependent covariates, which can be used to test
hypotheses concerning why an animal makes movement decisions at the times they
have been observed to. For example, an animal may choose to leave a patch once the
resources there have been depleted below a certain point.
§ 5.4 Summary
In this thesis I have demonstrated the benefits of gathering ultra-high-resolution data
and described two tools for utilising these benefits. These tools efficiently extract key
information used to identify the motivations underlying an animal’s decisions to move.
The Sites of Interest Algorithm is able to identify high use areas along an animal’s
path, which opens up opportunities to explore questions concerning an animal’s move-
ment routine. This algorithm also pin-points areas that may be examined in greater
detail either through their intra-site movements or environmental data. Through the
use of empirical data I have demonstrated some of the challenges faced when applying
the algorithm and given advice on how to overcome these.
The tiSSA method enables iSSA to be applied to high frequency data rarefied using
the Turning Points Algorithm, which helps us to avoid potentially inaccurate results.
The tiSSA method can also be applied more generally to other non-constant step-time
data where recordings are collected when key movement decisions are made. The tiSSA
method also enables the inclusion of time-dependent covariates, which can be used to
test hypotheses concerning the factors causing an animal to make movement decisions
more of less frequently.
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Methods previously designed for use on lower resolution data need adapting if they
are to fully utilise the benefits afforded to us by using high frequency data. As such
data become more widespread the need for methods specifically designed to analyse
them will be more vital than ever before.
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Appendix A: Additional Figures
Figure 5.1: A Selection of Ornstein-Uhlenbeck simulation paths
A Selection of Ornstein-Uhlenbeck simulation paths with an indication of the colour
assigned to the path using the Sites of Interest algorithm and whether the correct
number of sites of interest were identified.
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CHAPTER 5. APPENDIX A: ADDITIONAL FIGURES 97
Figure 5.2: Usage time heat maps for goat path
Heat maps of usage time for goat paths 2-7 in panels a-f, respectively.
98
Figure 5.3: Identified goat sites
Sites identified from the maximum (pink circle) and second highest percent drop (green
circles) for Goat Paths 4-7 in panels (a-d), respectively.









11 2 17.32050808 4.123105626
12 1 25.29822128 0
13 2 17.5 8.062257748
14 5 15.68929081 4.083655616
15 9 21.38089935 5.425134867
16 3 14.43375673 7.038119745
17 7 18.89822365 4.49114932
18 9 8.528028654 3.399783517
19 8 15.11857892 3.85324933
20 6 7.071067812 5.382584744
21 2 2.357022604 3.605551276
22 8 4.714045208 5.556525929
23 8 6.123724357 5.076562436
24 1 18.89822365 0
25 7 8.660254038 4.912798158
26 5 10 5.725744631
27 2 22.36067978 8.062257748
28 4 15.68929081 7.095093289
29 5 28.86751346 4.976695174
30 9 6.123724357 4.729544651
31 6 17.32050808 4.064343555
32 3 2.236067978 3.954624491
33 3 14.14213562 4.717943447
34 4 18.85618083 3.903077327
35 3 2.236067978 8.398751316
Table 5.1: Characteristics of OU simulations 11 - 35
Table of how the OU simulations (11-35) vary, including the number of points of at-
traction, the long term standard deviation about these points and the average distance











36 5 2.886751346 3.127913027
37 7 7.844645406 5.889149455
38 7 9.805806757 4.612522825
39 6 8.944271910 4.671099195
40 4 25.29822128 4.059632853
41 5 8.528028654 2.601533972
42 1 26.72612419 0
43 9 25 6.194382572
44 2 5.773502692 4.472135955
45 7 26.72612419 6.407601193
46 7 6.123724357 4.562102360
47 4 14.28869017 7.570496844
48 5 17.00840129 3.370118293
49 7 22.36067978 5.864138580
50 1 16.03567451 0
51 3 18.25741858 11.38071187
52 3 25.56038602 11.38071187
53 3 32.86335345 11.38071187
54 3 40.16632088 11.38071187
55 3 47.46928832 11.38071187
56 3 54.77225575 11.38071187
57 3 62.07522318 11.38071187
58 3 69.37819062 11.38071187
59 3 76.68115805 11.38071187
60 3 83.98412548 11.38071187
61 3 54.77225575 22.76142375
62 3 54.77225575 20.48528137
63 3 54.77225575 18.20913900
64 3 54.77225575 15.93299662
Table 5.2: Characteristics of OU simulations 36- 64
Table of how the OU simulations (39-66) vary, including the number of points of at-
traction, the long term standard deviation about these points and the average distance
between points of attraction.









65 3 54.77225575 13.65685425
66 3 54.77225575 11.38071187
67 3 54.77225575 9.104569500
68 3 54.77225575 6.828427125
69 3 54.77225575 4.552284750
70 3 54.77225575 2.276142375
71 3 17.67766953 1.885618083
72 3 17.67766953 3.771236166
73 3 17.67766953 3.771236166
74 3 17.67766953 3.771236166
75 3 17.67766953 3.771236166
76 3 17.67766953 3.771236166
77 3 17.67766953 3.771236166
78 3 17.67766953 3.771236166
79 3 17.67766953 3.771236166
80 3 17.67766953 3.771236166
81 3 27.38612788 5.841619253
82 3 27.38612788 6.222238329
83 3 27.38612788 4.066930952
84 3 27.38612788 4.520207766
85 3 27.38612788 5.997850602
86 3 27.38612788 6.632054515
87 3 27.38612788 4.976702199
88 3 27.38612788 4.867042053
89 3 27.38612788 5.575760139
90 3 27.38612788 5.079001964
91 3 27.38612788 22.76142375
92 3 27.38612788 20.48528137
Table 5.3: Characteristics of OU simulations 65 - 92
Table of how the OU simulations (67-93) vary, including the number of points of at-
traction, the long term standard deviation about these points and the average distance










93 3 27.38612788 18.20913900
94 3 27.38612788 15.93299662
95 3 27.38612788 13.65685425
96 3 27.38612788 11.38071187
97 3 27.38612788 9.1045695
98 3 27.38612788 6.828427125
99 3 27.38612788 4.55228475
100 3 27.38612788 2.276142375
101 1 0.1 0
102 1 0.3 0
103 1 0.5 0
104 1 0.7 0
105 1 0.9 0
106 1 1.1 0
107 1 1.3 0
108 1 1.5 0
109 1 1.7 0
110 1 1.9 0
111 5 13.69306394 6.178002262
112 5 13.69306394 4.563538614
113 5 13.69306394 3.473467008
114 5 13.69306394 5.326197512
115 5 13.69306394 3.219039168
116 5 13.69306394 5.891979101
117 5 13.69306394 6.526701595
118 5 13.69306394 4.674765813
119 5 13.69306394 6.039779245
120 5 13.69306394 3.711774791
Table 5.4: Characteristics of OU simulations 93 - 120
Table of how the OU simulations (94-120) vary, including the number of points of at-
traction, the long term standard deviation about these points and the average distance
between points of attraction.




























11 2 2 2 0.4 0.4 Green
12 1 1 1 0.5 0.5 Green
13 2 2 2 0.4 0.4 Green
14 5 5 5 0.3 0.3 Green
15 9 7 2 1.1 0.3 Red
16 3 3 3 0.5 0.5 Green
17 7 7 7 0.4 0.4 Green
18 9 5 1 0.9 2 Red
19 8 7 1 0.7 1.8 Red
20 6 6 6 0.6 0.3 Amber
21 2 2 1 0.2 1.3 Red
22 8 1 1 3.5 1.6 Amber
23 8 8 1 1 2 Red
24 1 1 1 0.9 0.9 Green
25 7 5 3 1.2 1.5 Red
26 5 5 5 0.4 0.4 Green
27 2 2 2 0.3 0.3 Green
28 4 4 4 0.5 0.5 Green
29 5 3 2 1.1 1.7 Red
30 9 6 2 0.9 1.9 Red
31 6 4 1 1.2 1.9 Red
32 3 3 3 0.4 0.4 Green
33 3 3 3 0.2 0.4 Amber
34 4 6 2 0.4 1 Red
35 3 3 3 0.4 0.4 Green
36 5 5 3 0.5 1.4 Red
37 7 7 6 0.4 1.1 Red
38 7 5 1 0.6 2.3 Red
Table 5.5: OU simulations 11 - 38 results





























39 6 5 6 0.8 0.4 Red
40 4 5 4 0.9 1.2 Red
41 5 5 5 0.3 0.3 Green
42 1 1 1 0.8 0.8 Green
43 9 8 1 1 2.7 Red
44 2 2 2 0.3 0.3 Green
45 7 8 3 0.9 1.7 Red
46 7 15 1 0.5 1.2 Red
47 4 4 4 0.5 0.5 Green
48 5 5 1 0.4 2 Red
49 7 6 6 1.1 0.8 Amber
50 1 1 1 0.6 0.6 Green
51 3 3 3 0.5 0.5 Green
52 3 3 3 0.5 0.5 Green
53 3 3 3 0.7 0.7 Green
54 3 3 3 0.8 0.8 Green
55 3 3 3 0.8 0.8 Green
56 3 3 3 0.6 0.6 Green
57 3 3 3 0.8 0.8 Green
58 3 3 3 1 0.6 Amber
59 3 3 3 1.2 1.2 Green
60 3 3 3 0.7 0.7 Green
61 3 3 3 1 1 Green
62 3 3 3 1.1 1.1 Green
63 3 3 3 0.9 0.9 Green
64 3 3 3 0.8 0.8 Green
65 3 3 3 0.9 0.9 Green
66 3 3 3 1 1 Green
Table 5.6: OU simulations 39 - 66 results
The results from applying the Sites of Interest algorithm to OU simulations 39 - 66.




























67 3 3 3 0.7 0.7 Green
68 3 3 3 0.8 0.8 Green
69 3 3 3 0.7 0.7 Green
70 3 22 3 0.3 0.8 Red
71 1 1 1 0.8 0.8 Green
72 2 2 2 0.7 0.7 Green
73 3 3 3 0.3 0.3 Green
74 4 4 4 0.3 0.3 Green
75 5 5 5 0.3 0.3 Green
76 6 6 6 0.3 0.3 Green
77 7 7 7 0.3 0.3 Green
78 8 8 8 0.7 0.7 Green
79 9 9 9 0.7 0.7 Green
80 10 10 10 0.4 0.4 Green
81 3 3 3 0.6 0.6 Green
82 3 3 3 0.5 0.5 Green
83 3 3 3 0.5 0.5 Green
84 3 3 3 0.7 0.7 Green
85 3 3 3 0.6 0.6 Green
86 3 3 3 0.7 0.7 Green
87 3 3 3 0.7 0.7 Green
88 3 3 3 0.7 0.7 Green
89 3 3 3 0.6 0.6 Green
90 3 3 3 0.6 0.6 Green
91 3 3 3 0.3 0.3 Green
92 3 3 3 0.4 0.4 Green
93 3 3 3 0.4 0.4 Green
Table 5.7: OU simulations 67 -93 results





























94 3 3 3 0.3 0.3 Green
95 3 3 3 0.5 0.5 Green
96 3 3 3 0.5 0.5 Green
97 3 3 3 0.4 0.4 Green
98 3 3 3 0.5 0.5 Green
99 3 3 3 0.3 0.3 Green
100 3 3 3 0.3 0.3 Green
101 1 1 1 0.4 0.4 Green
102 1 1 1 0.4 0.4 Green
103 1 5 1 0.3 0.6 Red
104 1 7 1 0.4 0.9 Red
105 1 6 1 0.4 1 Red
106 1 6 1 0.6 1.2 Red
107 1 7 1 0.7 1.5 Red
108 1 12 1 0.7 1.3 Red
109 1 6 6 1 1 Green
110 1 8 1 0.9 2 Red
111 5 5 5 0.4 0.4 Green
112 5 5 5 0.4 0.4 Green
113 5 5 3 0.6 1.3 Red
114 5 5 5 0.5 0.5 Green
115 5 5 5 0.3 0.3 Green
116 5 5 5 0.5 0.5 Green
117 5 5 5 0.5 0.5 Green
118 5 5 5 0.7 0.7 Green
119 5 5 5 0.4 0.4 Green
120 5 5 5 0.5 0.5 Green
Table 5.8: OU simulations 94 -120 results
The results from applying the Sites of Interest algorithm to OU simulations 94 -120.


















1.1 3 3 11.4 11.4 Green
1.2 2 2 14 16 Amber
1.3 2 2 12 12 Green
1.4 1 1 10 11 Amber
1.5 24 7 12 36 Red
1.6 2 2 10 13 Amber
1.7 2 7 10.5 20 Red
2.1 1 1 15 15 Green
2.2 2 3 28 18 Red
2.3 1 1 23 18 Amber
2.4 1 1 10 13 Amber
2.5 2 2 10 12 Amber
Table 5.9: Results from applying Sites of Interest Algorithm to cattle data
The results from applying the algorithm to cattle data for seven paths.
Radius (m) Path 1.1 Path 1.2 Path 1.3 Path 1.4 Path 1.5 Path 1.6 Path 1.7
10 02:37.0 01:56.6 01:37.8 03:07.0 02:16.4 02:44.2 01:00.5
20 01:21.3 01:00.5 00:51.1 01:17.8 01:05.6 01:15.6 00:31.2
30 00:49.6 00:37.8 00:29.9 00:41.3 00:40.6 00:39.4 00:20.8
40 00:27.5 00:25.8 00:23.6 00:22.8 00:25.9 00:23.5 00:17.4
50 00:20.5 00:17.7 00:14.1 00:18.1 00:19.0 00:17.6 00:12.5
60 00:15.4 00:15.0 00:10.5 00:12.4 00:13.2 00:13.7 00:09.2
70 00:12.4 00:10.8 00:09.4 00:10.4 00:11.3 00:10.9 00:09.2
80 00:10.4 00:08.4 00:07.3 00:06.8 00:09.0 00:08.6 00:07.5
90 00:08.1 00:06.7 00:07.7 00:06.3 00:08.5 00:06.9 00:07.0
100 00:06.7 00:05.7 00:06.7 00:05.6 00:07.8 00:05.8 00:05.0
Average 00:38.9 00:30.5 00:25.8 00:38.9 00:33.7 00:36.6 00:18.0
Table 5.10: Runtime of Sites of Interest Algorithm applied to cattle paths
(with s = 10)
The runtimes (min:sec) from applying the algorithm to cattle data for seven paths and
















10 14:22.5 20:54.4 16:24.3 29:45.8 21:28.4 26:03.4 18:42.4
20 06:47.2 09:43.0 07:48.1 13:04.8 10:26.6 12:14.4 08:38.2
30 04:25.4 05:49.5 04:55.1 06:15.9 06:44.9 06:45.1 05:36.9
40 03:05.4 03:58.8 03:35.0 03:19.1 04:26.7 04:07.7 03:54.9
50 02:28.1 02:34.1 02:18.2 02:30.5 03:06.3 02:34.1 02:49.4
60 02:00.8 01:58.3 01:48.1 01:43.4 02:17.4 01:58.0 02:01.4
70 01:39.8 01:41.3 01:34.6 01:33.3 01:42.8 01:34.7 01:39.4
80 01:24.9 01:22.5 01:10.7 01:05.5 01:18.9 01:17.7 01:31.4
90 01:13.9 00:53.2 01:10.2 00:58.1 01:09.6 01:08.8 01:18.1
100 00:58.7 00:43.5 01:06.0 00:51.6 01:05.8 00:57.4 01:04.6
Average 03:50.7 04:57.9 04:11.0 06:06.8 05:22.7 05:52.1 04:43.7
Ratio between aver-
ages for s=1 and 10
5.93 9.77 9.73 9.43 9.57 9.62 15.76
Table 5.11: Runtime of Sites of Interest Algorithm applied to cattle paths
(with s = 1)
The runtimes (min:sec) from applying the algorithm to cattle data for seven paths and
using s = 1, which is the length of interval that the algorithm looks over.
Appendix C: SitesInterest R
Package User Guide
Here, I include code with examples of the different functions contained in the R pack-
age, SitesInterest, which is meant as a user friendly tool for identifying sites of in-
terest. The package is available on CRAN, where further information can be found in the
package reference manual (https://cran.r-project.org/web/packages/SitesInterest/
index.html).
1 ##Find the current working directory
2 wd = getwd()
3 ##Set the working directory as the temporary one
4 setwd(tempdir())
5 ##Load the data
6 data(OU_14)
7 t=unlist(OU_14[‘t’]) #time series of recording times
8 X=unlist(OU_14[‘X’]) #time series of X coordinate locations





14 #Example 1 - plot.displacement
15 ##Change the class of X and Y
16 class(X) = "displacement"
17 class(Y) = "displacement"
18
19 ##Plot the displacement from t=0 to t=2.9999 with
20 ## a line indicating a displacement of 0.3
21 plot(X, Y, "OU14", t, 0.3, 0, 0, 2.9999)
22
23
24 #Example 2 - Alt_Alg
25 ##Run the Sites of Interest Algorithm for multiple radii values. Note
26 ##also that we do not allow the first circle to be the only site. The
109
110
27 ##results are also saved in csv files
28 Radii=seq(0.2,1.0,0.1) #set of radii values




33 #Example 3 - Sites
34 ##Calculate all the necessary information to be used elsewhere. This can
35 ##only be used when the csv files from using Alt_Alg have been saved.
36 Sites("OU_14",0.3,first=‘y’)
37 ##This includes:
38 ## - sites_index which is an array of the indices of the identified sites
39 ## among all circles
40 ## - N_no_overlap which is the number of non-overlapping circles
41 ## - X_no_overlap which is an array of the x-coordinates of all
42 ## non-overlapping circles
43 ## - Y_no_overlap which is an array of the y-coordinates of all
44 ## non-overlapping circles
45 ## - X_sites which is an array of the x-coordinates of the site centres
46 ## - Y_sites which is an array of the y-coordinates of the site centres
47 ## - max_percent_drop is the maximum percent drop
48 ## - number_identified_sites is the number of identified sites
49 ## - psi_sort_no_overlap2 is an array of non-overlapping usage times
50 ## sorted into descending order
51
52 #Example 4 - plot_bar_chart
53 ##Plot the bar chart of ranked non-overlapping usage times. This can
54 ##only be used when the csv files from using Alt_Alg have been saved.
55 plot_bar_chart("OU_14",0.3,first=‘y’)
56
57 ##It is possible to choose manually where the cut off between sites and
58 ##non-sites should be
59 plot_bar_chart("OU_14",0.3,first=‘y’ number_sites=4)
60




65 #Example 5 - plot.hoops
66 ##Change the class of X and Y
67 class(X) = "hoops"
68 class(Y) = "hoops"
69
70 ##Plot the positions of the identified sites as well as the non-
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71 ##overlapping circles. This can only be used when the csv
72 ##files from using Alt_Alg have been saved.
73 plot(X,Y,"OU_14",0.3)
74
75 ##The colours for the hoops can be changed
76 plot(X,Y,"OU_14",0.3,first=’y’,colours=c(‘tan’,‘chocolate’,‘maroon’))
77
78 ##The thickness of hoops can also be changed
79 plot(X,Y,"OU_14",0.3,first=‘y’,lwds=c(0.5,2,3.5))
80




85 #Example 6 - plot_bars_and_hoops
86 ##Change the class of X and Y.
87 class(X) <- "bars_and_hoops"
88 class(Y) <- "bars_and_hoops"
89
90 ##Plot the bar chart of ranked non-overlapping usage times and the
91 ##plot showing the positions of these circles. This can only be used




96 #Example 7 - plot_radii_results
97 ##Plot the results (i.e. maximum percent drop and number of sites
98 ##identified) from applying the algorithm with various radius values.








107 #Example 8 - print_colour_assignment
108 ##Print a summary table of the results from the two criteria (threshold
109 ## and stability) and the colour assigned. Here, a threshold
110 ##value of 65% is used. This can only be used when





115 #Example 9 - print_sites_pos
116 ##Print the coordinates of the centres of all identified sites. This can
117 ##only be used when the csv files from using Alt_Alg have been saved.
118 print_sites_pos("OU_14",0.3,first=‘y’)
119




124 #Example 10 - print_site_visits
125 ##Prints a summary of the site visitation results. This can only be
126 ##used when the csv files from using Alt_Alg have been saved.
127 print_site_visits("OU_14",X,Y,0.3,first=‘y’)
128




133 #Example 11 - plot.schematic
134 ##Change the class of X and Y.
135 class(X) = "schematic"
136 class(Y) = "schematic"
137
138 ##Plot the schematic representation of movements between sites
139 plot(X,Y,"OU_14",0.3,first=‘y’)
140
141 ##There is also the option to make changes to:
142 ## - the length of the arrow head
143 plot(X,Y,"OU_14",0.3,first=‘y’,len_arrow=0.25)
144
145 ## - the thickness of the arrow
146 plot(X,Y,"OU_14",0.3,first=‘y’,lwd_arrow=2)
147
148 ## - the thickness of the hoops
149 plot(X,Y,"OU_14",0.3,first=‘y’,lwd_r=2)
150
151 ## - the size of the arrow labels
152 plot(X,Y,"OU_14",0.3,first=‘y’,text_size=2)
153











163 #Example 12 - Alt_Alg_discont
164 n=5 #Number of path sections
165
166 N = length(t) #Number of recorded locations
167
168 ##Here, the trajectory is split into 5 segments, but only 3 will be used.
169 ##A list of arrays of the time recordings for the 3 trajectory segments
170 t_all = list(t[seq(1,floor(N/n))],t[seq(floor(N/n)*2,floor(N/n)*3)],
171 t[seq(floor(N/n)*4,floor(N/n)*5)])
172
173 ##A list of arrays of the x-coordinates for the 3 trajectory segments
174 X_all = list(X[seq(1,floor(N/n))],X[seq(floor(N/n)*2,floor(N/n)*3)],
175 X[seq(floor(N/n)*4,floor(N/n)*5)])
176
177 ##A list of arrays of the y-coordinates for the 3 trajectory segments
178 Y_all = list(Y[seq(1,floor(N/n))],Y[seq(floor(N/n)*2,floor(N/n)*3)],
179 Y[seq(floor(N/n)*4,floor(N/n)*5)])
180
181 ##The calculation of the usage time for discontinuous data
182 Alt_Alg_discont("OU_14_discont",c("OU_14.1","OU_14.3","OU14.5"),t_all,
183 X_all,Y_all,0.3,save=‘y’)
184 ##where "OU_14_discont" is the name of the discontinuous path
185
186 ##It is possible to use each of the functions contained in Alt_Alg_discont
187 ##separately:
188 ## - Alt_Alg_mini runs the algorithm across a particular path and a
189 ## particular set of circles, which may not necessarily lie on the path
190 ## - Combining collects all of the usage times for the same circle from
191 ## different paths together
192
193 ##Reset the original working directory
194 setwd(wd)
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